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<DZfxi=£—?~-\Z. SV40 <D large T fom%M&&^TftMLtch7^Xl?^-iy?^X(D>b 

^SliScience, 239; 1029-1038 (1988)] Q 

b^u^^, mm&n m vi VO ^m-r^bmrn^M^-r^tub, immmw.iuzm£^^ 
wmmK MyoD &mAirzkftfeffiMmz&m^%zz£fahmmzti-?£o cti-ut*^ ^ 

V^<D^mkWmMXfr&Pl$m&X(D0 4 ^m\^£foX\ ^<£><£>[Cell Struc. &Func, 
21: 101-110 (1996)], fttfl/imf^<D&&mt!&&&frX^t&\ 

« (es ») fab>bi&mm&mwx%z>zb^£tix\, ^\ mimmm g &&&& 

Biotechnology, 17, 139-142 (1999)] C 

[Science, 264, 98-101 (1994)] c bd^b^dSfo, ^^^"^-e^S^'L^Bifl^ffl^^^^-r^ 

TO oval mm^im^XZ&^ttim^nX^ ^[Science, 284, 143-147 

(1999); Science, 284, 1168-1170 (1999)] c — ftifi, ^^^C0#M^^^#b7c^B 
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>L-ffiMfa&Mkffi&^%ZZ.k$:%S<^tttL,tz.U. Clinical Investigation, 103, 10-18 
(1999)] Q R«#tta#a#d^#f|S9tS:5t#Ur, in vitro 

TFl&LTV^U. Clinical Investigation, 103, 591-592 (1999)] G La*LfcflSfe* £g 
VMhfaXfefr-ot'U- Clinical Investigation, 103, 591-592 (1999)] C 

/BV^tl/Cl^o *^jglfil#^^-ett CD34+/CD38-/HLA-DR-/CD90(Thy- 

l)+^#tt^WUTV^6ri, */c, 3glfiL#IIHJ3a^^ft:i-5(^^v^ CD38 ^^ML 
CD90(Thy-l)^^^i-^rt^^]^^^TV^5[SSK^^^* Vol. 45, Nol3, 2056- 
2062(2000)] o rfll^f^TlTO-efi, CD 34, CD 31, Flk-1, Tie-2, E-±U?^%$(D 
# — Zmm^XteWft^'bshWlfiVoL 1, No. 3, 294-302(2000)], flOFsl 
M^^ftftlfoXte CD 90, CD 105, CD 140^<Z)-^—#—^5&LTV ^[Science, 284, 
143-147 (1999); Science, 284, 1168-1170 (1999)L Lti^te^h, 'M-^ ikW fa 

m^^mm^m^^^^mm^mmm^tixv^ ^x\ 'wmmm^co^. 

mm^.nm^m:m^^bm(Dnm^m(omm\^mmx^ 0 ^(dtm^ ^mmm 
— (DWkmzm-rzmji&zmmvx, mmm^mm^n^itim^^h^^rcn 
^m-f-^m^-r^t^^xh^ 

«-o-o, 5-r^y^^m^n^tX'bmm^m^^umm^mm^n 
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L/iio fc\ZMbfotzMMfc'&, GFP(Green Fluorescent Protein)^ 5l/r-P^/l^-< 

??-%m^^xmmu i^mm^^m^mrxmm-r^bx\ 'wm&MommdK 

(PurulipotenO^ofc^^a^-efe^^^M-V^ffiL^o £h\^ t%t&mm~X5-T^?i/^J 
>tiifX^<, DMSO (dimethyl sulfoxide) t£}£CD\>&(OSf SJ* DNA (D$L^f- M\Z$\<D¥k5-\Z. 

ioti mm (stochastic) mmmm^xxiw^wmmoo%m\^it-r^ 
~££fLttiu dna (Dm.^Mt^m^^ymm^b(D^mm^co^imm 

^vh-e&Z-t&Wbfa^tlo ^FGF-8, ETl, Midkine, BMP4©4ti©^ 

CDMfi&lZ'bfiS&lgi&OfrAte^-X&Z) ANP(atrral natriuretic peptide)*5 £.TI cTnKcardiac 
Troponin O^^fJEitT^Sri^JLttiLfco H^Kd Nkx2.5 $o£Tf GATA4 CO 2 U^OO 

m^m^^A^^^-^m v^fis» i^mmm^n^ td<k , 5 - r if 
^(Dmm^h^m^mm^miommmir^t^^mLtio *fc> Nkx2.5, gata4 coin 

xcoffim idM-f %Z.bX'Wfaffi$:Jtmx%Z>z.b$:% J m bfc„ tfc-^^^Kffifi \mwrr 

^w^^ ^mmx^m^tcwmm^oomm^K ^x^hnx^^tcwm^ 

mmmmm^^it-r^mmmnmmbnm^im, -r^t>h^mmm, ^mm%k 

&£zjtfcmmm(D3mMir^xfcwkx%&±m\'±%mLx^ ^ir^L-o ^ 0 
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*/c, *|gP^(D#M*^«^jfe^»^®*aJ^-efc5CD34, CD 117, CD 1 
4, CD 45, CD 90, Sca-1, Ly6c, Ly6g£rfgfig$i- skWP^^M^<Dmm^iW^ 
fc5Flk-l,CD 31, CD 105, CD 144&SflW-5ti;fts; % fflM^M&<Dmffi&C%iXhZ> 
CD lAO^Wmrf^ViW-, ^y^?y><DmffitfLJ%-Vfo& CD 49b, CD 49d, CD 29, CD 4 
l^mWrT^Pf, -^bVy?* ! §:mfc-e&& CD 54, CD 102, CD 106, CD 44£rSgi$1-3 

-ttett, « W^T?) (1) - (91) «§t-r5^OTfc5o 

(2) ^<a»ASfl'tt-C*>5, ±fB(l)fS«<Z)«o 

(3) ##tett&IM 

(4) 'pte<th'bffimm, shWft&mmzftfcttmti&fi'rz&Mkmtt 
Mf&x*hz>, ±ia(i)~(3)(7)v>-r^^iJS^fs«co«o 

(5) mmK 'p%<ki>>t>ffitoi&s mmmm, 'wmmmm, shWfofcmmK 
^itir^mti^-r^^itmwmmx^, ±m d) ~ (4) 01 >-r ^^l^iae^^^i 

_hfS(l)~(3)fBttO«o 

(8) tM/^CD 117^14*3^ CD 140^-CfeS, ±fB(l) ~ (7)(7)Vv-f flfrimiZ- 

(9) IfflflS^, CD 34&§<ftTfe5, ±fB(8)fB^(7)«o 

(10) »3\ SfclJl CD 144«Tfc§, _hfB(9)fS«c<7)«o 
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(id mmK zbic cd i44i^tt"Cfc«, ±ia(9)ia*<7><wfla 0 

(12) ||«\ CD 34Ptf4-efc5, ±IE(8)|E^CO»o 

(13) CD 144P^t§E-efc5, ±fB(12)fB*otf>« 0 

(14) mmf)\ £<bKl CD 144Ptt£-?&£> ±ffi(l2)fS*c<7)« 0 

(15) £^MCD 14Pt^, CD45Pit£> CD 90Ptt£, Flk-iPtf4, CD3iPtt£, 
CD 105^1^ CD 49b|$tt^ CD 49dplt$, CD 29|§t^ CD 54|gH4x CD 102Pt<ft, CD 

loepttt^J:^ cd 44Plt4t s fe6, _hffi do) imcomii&o 

(16) ^biCCD14Ptt^> CD45Ptt£, CD 90Pit£, Flk-iPtf£, CD3iPtt4, 
CD 105Ptt^ CD 49bPtt4, CD 49dpi'!*, CD 29|?§'|4 N CD 54Pt'l^ CD 102Pt'tt, CD 
106Ptti*Dj;t^ CD 44Mn?&>5, ±fH(ll)fB«c<Z)»o 

(17) §f)tCD 14Pttt, CD45Pt'l4, CD 90^4, Flk-iPit£, CD 31|^t£, 
CD lOSPtf*, CD 49b^t£, CD 49d|#|^ CD 29|§t£, CD 54pit£, CD 102Ptf£, CD 
lOel^'tt^cfcU 5 CD 44PlttT?£>5, ±f2(12)fB*!tCO^^o 

(18) ££>i-CD 14Ptt*> CD45PM4, CD 90Pftt, Flk~lptt£, CD3iPit£, 
CD 105Ptt^ CD 49bPtt£> CD 49dPtt*> CD 29&§'ft> CD 54Ptf4, CD 102Pt'|4, CD 
106|^tt^j;U« CD 44mre&3, ±fB(13)fB*fc<7>« 0 

(19) Hoechst 33342^19^*/^ \ _tfB (l) fBl|ft<D« 0 

(20) ±is (i) ~ d9) <d\ ^nfrimKmm>bmm£ftz>bffimm^ftimm 
(2D 'h^mm^it-r^mfj^-r^, ^miD-^^^n^imK^m^ 

(22) m^wmm^it-rhmii^-r^, ±M(i)~(2o)<D\^nfrim^mm<7) 

(23) ^M^*fc«JW^[fe^^?Liij^S^otco-e$>s, _hts(i)~(2o)ovN-r^ 
^^irlic:fB«6CO«o 

(24) m%W)W-^V^ *eA*e-2rK ^^^-^ ^=3, ^ N t^v?, 

f-/W*5«ttJ«tW^3lfitb5ia-Cfc5, -tfB (23)fB«c^»o 

(25) JHMSflS, ^*#«ft3l5##fbflB#lWllS BMSC(FERM BP-7043) _hfB 
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(1) ~ (8) (7)V^-rt^75^1II}-fS«i^«o 

(26) dna <DM^MkK£v>bmm&^ftik~r&ifejj&^-tz>, ±m d) ~ 

(25) <7>V ^ ;fr/MiIt-fE*c<7>Mo 

(27) DNA Wfl£^vWb#\ 7*^7— ^\ 5~T1f ^^^J^v^/l^/P 

:7^^(DMSO)/^ib&«^ 
_hf2(26)fe«c«» 0 

(28) \?&s m^m^imm^m^ti^TKymmm^-r^^9-^ 

*>S, _LfB(27)fB*t»«o 

(29) H&il©^IK5B^*-C38^LTV ^5H^*/y*fl&iS©'C"IIM8^il:Pi^*3V 

tifa l ^(-fB^^PJJ^o 

(30) ji&je<0£«S£«#'C38^LTv *&m*tt\*te!&<D>Lm&4imp&\z$s\t 

S^^5^^f>IliM'>^<ttli-efe5rMf^, ±fB(29)fB*c<7)«o 

(31) ^^-f^!k/j^|±j^^0-P(PDGF), mii^»iimH-P8(FGF-8), 
^i^K-fey^l(ETl), ^K^^(Midkine)^J:W^^|llT-4(BMP-4)75^^6^^^{m 
§^^<^l«T?fcS, _hfB(30)fB«(7)»o 

(32) PDGF m&m^3-£fcte5-T:m£n?>T*jm%m, FGF-8 

-e^^ttsr^y mm&\, bmp-4 ^iB«-5§-7o-e^£;ft5T^ giis^^^w-r^ 

_hfE (31)fB^»c 

(33) mm^^y^, TS.—l'. ^7—^&£X$7j7*V*?^fahte&mfah 
m\-£M / Pte<tkim~?-foZ>, ±fB(30)fB«ctf>« o 

(34) }??*is&u?-M^mx~fo^ ±m oo) mmcomm 0 

(35) $5^H^\ Nkx2)5/Csx, GATA4, MEF-2A > MEF-2B, MEF-2C N MEF-2D, 
dHAND, eHAND, TEF-1, TEF-3, TEF-5 ^XXJ MesRl ^h^m^hMl^^P^t 
him-ChZ, ±fB(30)fB«c<^»o 

(36) Nkx2) 5/Csx Wy#-^9~eSt$;fr3T^/^@B^k GATA4 ^IB^^-l iT°mz 
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5-c*$nsr?yafeE?«, mef-2c m&im^^x-m&fo&T^mMz&i, mef-2d a*ia 
?m^i9x*m£faz>T^ymmm, dHAND mi^m^ixm^ti^r^ymm^L 

eHAND fcmPI^23Xm£thZ)T^/Mm&h TEF-1 iS|B^J##-25-«$HSr5yi6 
ga^lj, TEF-3 mttm-%-27X~m&ti&T^ymm&L TEF-5 ;W?iJ#-5§-29-ege£*L5T^ 

/^ga^j, MesPi mm^^xmzfi&T^/mmw&^n^niiirz^ ±ta(35)ta 

(37) 

(38) «±MHT--2 (FGF-2) t^^^^^iB^^^Mb^^lj^^ Jiffi 
(1) ~ (28) <D\ ^^l^^igc^Mo 

(39) fgf-2 m^m^7~ktz.\-i.smm<DT^jmmm^^ fgf-2 -cfcs; ±ie(3 

8)fE«<^« 0 

(40) ^il ci^-T S £fc f £ J: 19 <M«£fcf3:ifi f fg^j 5 ±15 ( 1 ) 

~ (28) (Z)^-rtb^^iii^fe«6^«o 

'z>ffet>&ft-tz>±& (i) ~ (28) <7)v ^-mfaimz.mffi<DMR& 0 

(42) ^rt^^ PPAR-y ^^mbH^i^^^MMi-^Mk-rStg^^W-r^-hfa 

(i) ~ (28) <d\ ^~rtxfrimz.mm<Dmm 0 

(43) m^mw- ppar- 7 w^mbH^^^T^y^^^^w-r-S'fb^^fe^ 
^&#m£i-3±ta (42) fs*c<7)« 0 

(44) ^ry s yv ? ^-^#l&^^i-6'ft:-^^^^n^y^yv, t°^y^yv, n^y^yv 

■^h^m^hm\tti^p^<th i sre&s, _LfB(43)tam^iffl^o 

^b-r6fg^^rWi-6±fa (1) ~ (28) <7)V ^;h^l*I{;if2m<7>» 0 

%m-tz> ±.m (i) ~ (28) <7)v ^-r^^us{-fa«<z)i[iiflSo 

(47) DNA «^/W^£ffl^T, _hfa(l) ~(28)(DV^^^irl{-|E«fe(Z) 
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(48) ltefe#:DNA<Oift^/Wb?PJ«rfflV^-r, ±IE(9)fa«©»Wa^fe±ia(12)|E«i© 

(49) DNA CDjfib^/Mt^lJ&fflV^ CD 1 17|Stt*5 «fct>* CD 140|^'ft©« 

d^±sa (8) mm<Dmm^w.ft{£t5 j £ttm 0 

(50) Ifefefa dna cDj|ft^/WfcjW> 7v^7~£* 5-T1f $^s^*3j;tJ< DMSO 7$> 

^»75^il^S^>^<^iaT?fc§C^#m^-r-5, _b|S (48) *3J;V(49)|E«<© 

(51) 7*7^7—2^ ia^J#^lfS«oOT57^Ifi^J^*$tt67=V^^--{f-t:^, 
±fS(50)f2i4^feo 

(52) J§frJ£<Z)«^£M^^mLT^^ 

(53) i&^<z)^ii3s^fla«-c»^LTv ^m?ttm&!%<D<Lmm4L$km^%>\, ^T>L^ 
mw^h^m^bmitn^p^<t^mx^^t^mmt-r^ _tis(52)is«^ 

(54) y-JhX^tf PDGF, ii^»i|I1^8 (FGF-8) , ^KirU^KETlX 
#><V(Midkine):fcJ;t*#^/#H^ 

±lE(53)|5«^feo 

(55) PDGF^g^ij;g-^3^/U£5fS*cOT^/M^ FGF-8 ^Ifi^JS-^64^T5/^ 

y^sa^ij, bmp-4 ^E^j#-§-7o-e^$nsT^/BfeiE^iSr^:t^etbW-t-5, ±is(54)ta 

IMM<tt i«-e*>s, ±is (53) iBtttf>3rifeo 

(57) t^^i^/^^refos, ±ia(53)fs«c»^-fe 0 

(58) ifte^H^-^ Nkx2)5/Csx s GATA4, MEF-2A, MEF-2B, MEF-2C, MEF-2D, 
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dHAND, eHAND, TEF-1, TEF-3, TEF-5 *3«fctf MesPl fabte&&fabmfttlZ>'Pte<b 
(59) Nkx2)5/Csx &&&m^-9-?%t£tlZ>T5.SWt&&\s GATA4 iygS&m&llT&S 

nz>T%;mm&\, MEF-2A$mz&m%-i3x*m:&tiz>T^;m®i&h mef-2b &m&mm 
5-e$t£tiz>T$;m&&L mef-2c m&m%-i7x*m&nz>TKsmm&L mef-2d am 

&m-%ri9i*m&inZTK;m6&i\, dHAND tfSE^J#^2i^$*x3r5/lHEy!U 

eHAND fcW,?m j f3-23X*m£nZ>T^yWmZ&L TEF-l dSgE^J$-^25-C*$H«T^yBfe 
IS^J, TEF-3 tfS^J##27^J**L5T5>'fifcBB#U TEF-5 ^WU#-^29-«£*l5T^ 

y^gs^j^wi~5> MesPi mm^62xm$n&TKymmp\& : tti : eftft-rz >y jtte 

(6D ^rt^f^ppAR-Y^t^b-rss-p^fflv^r^^^-r^, ±t2(i)~(2 
(62) s^s^f* ppar- y (Dmmtm^-^r^) ^>-w^^'r^i t^mx^ 

^^^5^^^jgtt^6^>^<^ i ®-efcs, _btB(62)fem^^i'io 

(64) Vk&fo DNA ^^^/Wk^J^^^^^^UT^^i-S^^^^m^-rS'll^^^ 

(65) DNA <Z>^^Wb^J^7=V^-if , 5-TifV^^*5J:^ DMSO fab 
te&Mfrbm&tiZ'P^th lffitffcS, _LfB (64) fBite<7>M0/$£iJo 

(66) 7*^7— if**, E^I##llE«or^BfeBE^J'C^$tbS7*^^-7— ^ t?T*&5, 
-LIB (65) iBtt<^j»/&£iJ 0 

(67) JlftI£<^L«§M^ 

(68) flfrJ^kBtMM^^mL^^ 
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(69) ■y-^bX'O'ft pdgf, cfgf-s) , ^>v±v vketd, ?k 

(68)fB*c<7>M^J5jt£l| 0 

(70) PDGFm£$m^3^fcU5mM<DT^/mmPh FGF-8 m&m^AOT^jm 

;m$m, bmp-4 ^WJ# : -^7o-c*$nsT^y^la^J^^tl,w-r5^ ±ta(69)tE 
m&tiz>'Pte<thimx«h^ ±ia (68) tE*^>k««ij 0 

(72) _hfB(71)fS«cO^«^l| 0 

(73) fjte^H^#\ Nkx2)5/Csx, GATA4, MEF-2A, MEF-2B, MEF-2C, MEF-2D. 
dHAND, eHAND, TEF-U TEF-3, TEF-5 £3 XXf MesPl frht£5fflfabmi'£nZ> / Ptf:<t 
t)lS-efcS, ±fB(68)f5«c^^«^lo 

(74) Nkx2)5/Csx^ga^lJ#-^9fB«c^r^yM^J-e*§tL5, GATA4/$SgB^IJ#-5§-ll 
ffittOT^/l^ia^J, MEF-2A mZ$m-%rl3mW,<7>TK/m%m, MEF-2B ^gE?IJ#-I§-l 

5ts«twT5y^ia^ij, mef-2c dm&m^i7mmcoT*ymm&k mef-2d ^gs^ij#-$§- 

19fE$t<Z>T5/^BE^ dHAND mi^m^2imML(Dr^/mmn, eHAND ^gE»-^2 
3fB«(7>T^y^lfl^J, TEF-1 mm^25mm<DT^/m^\, TEF-3 ^gE»-5§-27 

iB^r^yiKifi^j^ tef-5 tfm$m^-29mM(DT*jm%m, M es pi ^gaw^tE 

(75) »^W^<MM^ 

(76) ±fB(l)~(46)(7)V^Tt^^lII{c:fE«c(7)«?rfflv^5^^#mii-5, <Mi 

(77) _htB (i) ~ (46) (d\ ^n^im^mm^mm^m^i^tir^bmn^m. 

(78) 'M^^m^m^^mmB^M^m^mmB^mA^tifc 
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±ie (i) ~ (46) cd\ ^-rn^im^mm^mm^m^ ^-tz^mt-tz^ ^t^it^T-^ 

(79) «<^3«mfE^,#W^^ 

±ie (i) ~ (46) <d\ ^n^imi-tm^mm^9M^t^x^m-r^Lmmm-mm 
(so) _bts (i) ~ (46) <d\ ^ftfrim^mm<Dmj\&&^jftibLxm ^^t^mmt 
(si) ±mmmm(D^mx^n^titm^m^^t^mt-r^ ±ts(D~(4 

(82) _hiH(D ~ (46) w^nfaim^mmcomim&m^^zb&wmt'tz^ mmm 

(83) ±m(i)-(46)(D^^n^im^mm(Dmm^m^^-t^wmtir^^ wmm 

(84) ±fs(i)~(46)(Dv^tb^^iri{-fa«c«z)«^fflv^^#m^i-§> mmm 

(85) ±ffi(l)~(46)cDV>Tn^^lIIi-fS«c««^V^§^^mii-§> t£« 

(86) ±ta (i) ~ (46) <r>\ ^-rti-/)nm^tmcomm^x2^^ ^m^^t^t^ 

(87) mm^3mmxm£nzT^jmnm%#irz^v?t9~^x 

fe5±fB(86)fS«c^)^ 0 

(88) T^^—^m^^r^tKX'O, ^^b$^/c±ffi (1) ~ (46) <D\ ^-fftfrl 

(89) ^u^-wk m^m^3immxm^n^T^ymMm^-r^u^—ifx 

&6_htB (88) ffl«c09^« o 

(90) JifB(l)~(46)(7)V^^irI^HB«^«^^fci#*±m o 

(91) ±fH(90)fB«cC0Jt*±^fflV^r^#»-r5, _tfB(l)~(46)cZ>^-r*L 
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mm^&ifbn&o cdii7 mvk&xTf cdi4o vm£x&&mmtvxte, ^*l<« cd34 

CDH7 mf^^CDUOm^X^Mifi^ CD34|5tt^ CD117|J§t£:£J;TJ«CD140 

m&Xfo&lmfiK J:<9£F£L<« CD144 &§t£> CD34 &§14, CD117 Plt**^^ CD140 ||§t£ 

XhSMffe, CD 144 [#14, CD34B§t4E, CD 117 «:£3j;t/ CD140 raE-efc5*ffiJl&, CD 144 

B§t£> CD34Ptt^ CD117M*3j;D«CD140 Me^£>3«, CD144|5tf£, CD34Pt'tt, 

CD 117 Wi&&£Xfi CD 140 P^f4-efc6», ^^(^?*L<« CD 34«, CD 117ME, 

CD 14Pt'tt> CD 45(^t£, CD 90Pt'|±, Flk-l|#t£, CD 3iPtttx CD 105|#t4^ CD 14 

4P1'|4, CD 140^'ffi, CD 49b|#|^ CD 49d|#|4, CD 29fi§t£, CD 54|#t£, CD 102|# 

CD lOGPttfc&J^CD 44P#t4l?fe'5^, CD 34|5§t£, CD 117&§t£, CD 14|tf4, 

CD 45Ptt4 x CD 90Ptf4, Flk-iPtt^, CD 31|^t4^ CD 105|^t4, CD 144Pft£ > CD 1 

40Pi'|4 N CD 49b|5it£> CD 49d|^t£, CD 291$^ CD 54^4^ CD 102Ptt£ N CD 106 

XXI CD 44«ET fo&MJfc. CD34pftt> CD 117&§t£> CD 14|#t£, CD45|t'l^ 

CD 90|$#'ft, Flk-l|54tt> CD 3iPt'tt, CD 105|^t^ CD 144£§t^ CD 140B§t£s CD 4 

9b(#|*, CD 49d|$tt^ CD 29&§t£, CD 54Ptt£, CD 102|gt4, CD 106Ptt£:&.W CD 

AAW-AtX-fo&MM, CD 34Ptt^ CD 117ME, CD 14&f?fe, CD 45|St^ CD 90Ptt£ N F 
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lk-l|?it£ % CD 31|^f±^ CD 105Ptt^ CD 144Ptf4, CD 140P§t±> CD 49bM^ CD 4 
9dPi^ CD CD 54Pi^ CD 102Pft^ CD 106Ptt£:£<OT CD 44P§ttOfc5 

immmfbfoz> 0 coin Pit4*3j:^cDi4opi'tt-efe5,«i:bT«, 
5^b^r^«-efc5 bmsc ^&&f ws 0 mm&ftitm&mm bmsc ^ 
^12^2^ 22 b m^mmmm^T.mmm^T.^i:mmwm^pj\ ( 0 

mo<^rji^:iT S 1#3^-) t£ FERM BP-7043 ^LT^fS^OV ^ Q 

1-5t^£tt#£;ft5«iLTte, CD117 IS'tt^it^ CD140 P§t£-e£>5«, £P£L< 
n CD 144 Pit£> CD34 Pit^ CD 117 Pttt&i^ CD 140 J;"9^*L<{±, 
CD34 Pt'ft, CD117 |^f£, CD14 P§t$, CD45 Ptf£, CD90 l^tt, Flk-1 Ptf£, CD31 Pi'l^ 
CD105 CD 144 Pitt, CD 140 Pitt, CD49b Pitt, CD49d Pitt, CD29 Pitt, CD54 

Pitt, CD 102 l^tt, CD106 m^Z-ZF CD44 ^ttO&5«/^f fb*b3 0 CD34 Pitt, 
CD117|Htt, CD14P§tt, CD45Pitt, CD90Pitt, Flk-1 Ultt, CD31|Htt, CD105Pitt, 
CD 144 Pitt, CD 140 Pitt, CD49b Pitt, CD49d |^tt, CD29 Pitt, CD54 Pitt, CD 102 
Pitt, CD 106 P§tt*3.W CD44 PJH*Ofc3M£LTte, KUM2 £>;H5o 

^iKo^ffl^^s^f^a^fciw^ifii^tt^LT^, mmmm. &^L<nu!kW) 
uvk KhtezvmQWjVotez&m^btiZo th<Di&mmma%Khmm'efoz> 
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<>&&ft\ZLfo&£frttfe^fotl&ft\zmfe£frte\'^7&K S. E. Haynesworth et al. Bone, 
13, 81 (1992)^lB*$tbfe^ife|J:K<5#fT5^^^T?#5o 

&fT0 o mz.itmT&ftftiz.m&irZo 'Wmmmco^m^m^, sooounits (D^s<y^% 
Ante iomi tkM&&mMLT&m&<D&mfc&&^>iz.v&3\'tz 0 w-mma± iomi~ 

20ml Ofl-ilKSr!R5li-So #M§^iJtf2ri&^U 10 ^rae£EiiJhjfcL*TSo lX#Lfe# 

Mfte i,omxg(D&fo&mi^v)itwmi&&mtiii,it&, m-wmmm* pbs (Phosphate 

Buffered Saline)*Cifc^-^S 0 T^X^^I&I^ilLfc^ f£#ig«&' 1096G9 FBS(^ 
J3M^lfil?w)^'a tPa-MEM (a -modified MEM), DMEM (Dulbecco's modified MEM)&3^ 
fri IMDM (Isocove's modified Dulbecco's medmm^cD^jfoM^ffl^MlZW&M^&Z-b 

lffl^^^|^^^?#tb^^#{c:Pg^$^V^^\ M. F. Pittenger et al. Science, 284, 143 

(i9mizmm&nf-^mzm^'wmimmm$:&rM i.073 g / m i <d percoii ^muc^, 

1,100 x g -? 30 ^^is'^^br#®<^^»{iiJlxi-5i^^J;»9^-rs::i:^-e#So 

S^#ifi»^(- 10 X PBS ^Dx.X 9/10 td^fJLfc percoll ^rl^^M^T^L 

Tc.m^ 20,000 x g -? 30 ftffiiM'MMU l .075- 1 .060 <Dilj#£@i|xl-3^<He:J;S9, 

So 
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&m*. 96 •x<nmm^—v<D&'x\z. 1 mm<DW&A^fh^\^m,x^ imm& 

i^-rso mmw^^^^^nxmrn^mrL^ -xm^m^m^^-r^ j& 
mffi<vi$fti^^%Aftxmm%f\~u xm^mvuar. xmm^m\^x\^m^ 
z^Kxxzztmv&izLt^ xm^m^^^xmrn-r^ i?<DXtsiz.j&ctcm 

SfclN'X©^ 2.5ml Oj£tt§ffic:|e|3f U 10%<50 FBS(«H?lfo#f) Srg" tf a -MEM, 
DMEM, fcSV.^tt IMDM #?>*l«§#ffii&i» 1.5ml ^lt§?(-5t±*Lfc^, i£tt#t<£> 

mm<Djjm^£Y), 'hmmm^^it^^-r^-wmmm^m-r^t^x^ 

trr«#3>fe*F#ifiL«:#8tU tctc-b^ 500units/ml (D»m&\^£i>X^\c^y<])^M 

x.z> 0 &<m&\*it&. T&'MWLxmm^hmm:^^ io%© FBs(«r#jiL»)& 

^tfa-MEM (a -modified MEM), DMEM (Dulbecco's modified MEM)#>5W3: IMDM 
(Isocove's modified Dulbecco's medium)^Oiffl^i#^^ig-itfelC:^^S§-fi:5o t#£>*bfc$B 
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2 . 'bmmn^^itm^'r^mmcomm 

zmmtLxn, m^A^aammm^mmmm m^-f&, m^mis 1996) <Dm^m 
mmmmmm^m^^^t^x^^K &^<n^<Dikm&5~2Q%mMLf^ a -mem, 

DMEM hZWZ IMDM ^W«±§*fflJ#»^^^v ^*x5 0 i«^f^«, 

^\mmm^w.~m^mM-r^m.tnm^m^x, hv^» edta^^px. 
mm-r&^t&x%z> 0 

<M«^5Hbfg£W1-6«^ (l)DNA (D 

dna (Dm^MtmtL-Xl^ dna izttLXffo^Mk&3\%m~ir4k&!&xfrfrm^ 

fr?£&h<VXh£\;\ DNA (Dft&^MkMtVXn, yti&W- DNA $><D GpC BS?IJf 'Z^bv' 

ismm(D^Mk*¥fmfo\mm^&mmxh^^7-^, s-tifv^vv^t 5- 

aza-C yH&1~K DMSO (dimethyl sulfoxide) t£¥ft$b\fhfoZ>o ft^—MhLXVZ, IB^'J 

li-^lfSiK^T^/^ia^J^^-rS^^^— ^[Nature, 397, 579-583 (1999)]&^W 

DNA «^W^I^li^^^i©M^J^^T(^tc 

3 /x mol/1^10 n mol/lOP^aSi-to^^S-aza-C^M^^^k^W 
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srxsw-s^-e 5-aza-c ^i&icu tsb\z2~3mmmir&zb^foi&m&&wmirz> 

(FGF8) > ^^Kiry^l(ETl), ^^-^(midkineX #^H^4(BMP4)^^fclf 
-e#6 0 PDGF iLTfi PDGF A, PDGF B, PDGF C&^&lf ib*L, ^flcftJi-tegaaW^- 
3*fcfi5(DT^/^IB^JT^$^l^^/0\ ^m^^B^ii5fiBI^8(FGF8)i:LTfiiB^J# 

fflV^t^o lMh;2MV{2, ^^tt* 10~40ng/ml ©M-efflV^tl4 
FGF-2tmm-rZ> a K J^{*ffti-W:, IB^J#-^-7^fc^8-e^$HSFGF-2^^^fc^5-^ 
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lift; io- 9 m (omfe-em^tbtiZo 

hyv?xw&Mm&$>iTbtiz>a ^yv*?^>-^~h^mmMxm>bffim 

^H-J^LT^ /^^V^SIS^HT- Nkx2.5/Csx(ia^lJ#-^9:T^y«^IJ, MB 
*~IJ#-S§- 10:^^IB^IJ) , GATA ^7-1;— (^-^5 Zinc finger ^ifc^H^ 1 GATA4 (gfi^J^ 
ll:T5;y^K^J. lfi?IJ#-5§- 12 :iMIB?IJ), myocyte enhancer factor-2(MEF-2)^T?y 

-^m-rzm^mT mef-2a(s^ij#-^ i3:r^/mm^u wzm^- u-.rn.mm), 

MEF-2B(ia^lJ#^- 15:T5/M^J, I^IJ#-*§- 16:^SIE^lJ) , MEF-2C (gfi^lJS^- 17 :T 

^yj^ia^ij, mzm^r is = ^sia^j) t mef-2d da^js-^- 19 : r^/mmm, mzm^- 20 : 

^Sga^J) , basic helix loop helix SMg^B -f- dHAND (EWS-E^lrr^BfeE^U 
22 : £ JSIE^IJ) , eHAND .(gfi?IJ#4§- 23 : T^/mm&h K^J#^ 24 : *&SBfi*IJ) £ 

MesPi (Ea?9## 6i : r^smm&k be#i#-§- 62 : , tea-dna ig&m&mm* 
77^— t-js-rs tef-1 (m^m^r 25-.r^/mm^L m^m^ 26-M&mm)s tef-3 

(ia^lj#-^- 27 : T^y^ld^lJ, gfiW 28 : i&gga^lj) £ TEF-5 (BB5(I## 29 : T ^/gglfi^J, 
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mT^ymmmz-&-3mmLti dna ^^^m^^xm^^m-rum^'oi^ 
m-fz~t&x%z> 0 

•tmn^mt^x^ ^mmm^ <DMtm%-#ir&mm&mmmx^^ fomon # 

L<{2, -L^*ffifla^<7)^^ig^W-r5«^^, 'MF^?»(Endocardial endothelial 
cell), ^yiya>mmCush\on cell), ^^L«fflJ!$, 'L\g?M>M#IB|]ft, ffU£ffiffliJfi4?<Z) 

Immunol., 141(8) , 2797-2800 (1988)]fc5lM3: FACS Mint. Immunol., 10(3) , 275-283 
(1998)], 
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'bffimmte, jk&w^n&<DTffiiz.#&-rzzkfrb. ±m(Dm^&A-r^m^ mm 
m^mmmmm^nm^ mm%*— u medical view, 1993) ^9 skw^mm^ 
GL&mmLx&<&m&fo?>o ^n^mmmm^m^mm^jt^xM^mm, m^w. 

fa®&$E±\zmmLx^zm'et\a-&s mA-r^mmmmnm^mm^^^m 

&>L^m^>bmm<7)£?\-m.m'tz>^ttfx%Z) 0 ^^—T/^WAm^^mwjm^ 
^a-ts sones mmmmm^nmrn. mm^-i. medical view,i993)&5vm2;*: 
mmm£^Air& jundkins feimmmwftmmm. mmm—i, medical view, 1993) 
ttmm-fz>^bftx%z> 0 

*mw<D<bmmmte, ^fe^DNA^^^/w^'L m%<D>hmm^mx^m^x 
v^h^, h^^m^^^mm^mx'bmmm^^tim^T-. fomwmm 
mw^Kth-mm^m^AtLx^mu 'b^mm^^tm^-r^mm^'b 
ffimjfa^Mmm^zzttfxzzo 

M?{$ma^ pdgf, mm^mmmmm^-8(FGF8) s ^K-ty^KETix ^k^-t^ 

(midkine), frKZ&mi-4{BMP®t£b*W^b&X%Z> 0 PDGF^LTfSgB^J#^-3^fcfi 

5(DT^ym^\xm^n^(Dr\mm^m^mmmi L 8(FGF8)bLxmmm^Q4(D 
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#^HT-4(BMP4)£LT»gE?lJ#^70<77X^/^^ 

*l6 0 -y-JbX^te, MtlI~£ io~40n g /ml o>mmxm^^bn& 0 
Mx.fc£ lo- 9 M(7)«-efflv^f ^ t^.So 

fe?HftLTI^ ^^V^M$5¥H^- Nkx2.5/Csx(IB^J#-^-9:T5/^@e^J, IS 
^"J#^- I0:i£gg2?lj) , GATA 77*^— ^m~t 5 Zinc finger M^-H-P GATA4 (K?IJ# 
-5§- llrT^y^gd^k @S^U#-^- 12 :i£ffi?fi^J), myocyte enhancer factor-2(MEF-2)^T^y 
-i-S1~5f}te^B^- MEF-2A(gS?IJ#-§- 13:T^/^ga^lJ, gdW^" 14:±£ffilE^JK 
MEF-2B(gfi?IJ#-5§- 15:T^y^gfi^lJ, gd^J#^- 16:i£Sgfi^lJ) , MEF-2C (gfi?IJ#-*§- 17 :T 
^y^gfl^K gB^IJ^-^ 18 : ife^gE^IJ) t MEF-2D (ga«i§- 19 : T^/g£gE^IJ s gfi?lj#-^ 20 : 
i^Kgfi^lJ) , basic helix loop helix M^gm^i^) dHAND (gfi?IJ#-5§-21 :T^/®?gfi?IJ, 
ga^lj#-^- 22 : i&J£gcl?IJ) , eHAND (gS^IJ#-^ 23 : gfi?lJ#-5§- 24 : iMgB^J) t 

MesPl (IE?lJ#-5§- 61 :T^/^gfi?l g^lJW 62: J^KgfiM) , TEA-DNA fe^fc^H^ 
77^" i-M^r<5 TEF-1 (ga?lJ#-^- 25:7^il^lJ, ga^JS^" 26:i&Sgfi?lJ) , TEF-3 
(ga^lJS-^-27 : T^jmm\U gd^'JiS 28 : l&KgEM) i: TEF-5 (gd?IJ#-§-29 : T^/i£gfi?lJ, 

ga 30 : M.m$m) t^^m^t^x^ a 
mmm^^xh^m^w^9j)^tLx^hco^h^ 0 

(l) >L>!£^Mbfl^H-P^~K1-5iifc^£^ 
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M&ffimx%z>mmxfoti^ ^^sw^m^ ^z.b^x%& 0 mn^hwmmmo 

HEK293 MS, ^^BB-^rmm NIH3T3 t^b^M^ ^Z.b&X^Z>6 

^ury^^fesgO) gag, pok env f^COm&W.. ^1/^*7 4 <Dm&YZ HIV r>-f 

7V7\&$k(D gag, pol, env, vpr, vpu, vif, tat, rev, nef &£f<Dli fiW, T 7 s J*? 4/^7^9 9 
—(DWs&YZTtSVJj^&J&D E1A, E1B ftifOlfiK, T^V^^-^^^^ 
Rep(p5,pl9,p40), Vp(Cap)^^CDSeK^rfflV^i^-e^ < 5 o 

r>^/^^^— ^^KirLTfl MFG [Proc. Natl. Acad. Sci. USA, 92, 6733-6737 
(1995)], pBabePuro [Nucleic Acids Research, 18, 3587-3596 (1990)], LL-CG, CL-CG, 
CS-CG, CLG [Journal of Virology, 72, 8150-8157 (1998)], pAdexl [Nucleic Acids Res., 23, 
3816-3821 (1995)]^^^V^btb-5 D 

-ftt—?—£Lx\&. thmffi^xmmx*%zis(Dxfotim^Tnhm\<^zb&T*%, 

^M^nr>^y^(thCMV)<Z)IE(immediate early)il{5-?-(^^n^— , SV40 

^^ISI^O^^^, SR aZftt— 9— m%tblfZ>Z.b&X%% 0 Sfc, fch CMV CO 
IE Jt^^m^N^— Sr^n*— &fcKUBV^-Ofe«fcl\, £/c, Nkx2.5/CsxJtfK-P(Z) 
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zf^^comA-mtLxn, ^mti/v^^kmmw- 2-227075], v^y 

^^v-aWiCProc. Natl. Acad. Sci. USA, 84, 7413 (1987)] #£fctf &^b^X%& 0 
«lJ£Mi£^3-^l?£3[Nature Genet., 8, 42 (1994)] C itfe-7-/^»Ji-fflV ^^Mt 

<**L5«fc5t-> ^T—T/^^m^^xmmm^-^-r^mmtm^^ti^o 

(2) SfiKSrWS&^^^-rS'M^^J 

SSP^Sr^tfSS*ft$© DNA .»f^-S:««ii-So 
& DNA P£fr>r\ fcSl^2^£J& cDNA £|§*l/<^— F*KZ>7°n^— ©TSE^jf A-t - 
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m^.mmtLxn, g mt-tz dna ^mmx%^(Dn±xm^^^t^x%, mz.t£* 

Jiy^ytT (Escherichia) JB, ir^^T (Serratia) ^ N JU^^fy^^ ( Corynebacterium ) 
I, ^Vtf/^jryfr.^ ( Brevibacterium ) K^E"^"^ ( Pseudomonas ) p,, /^/UX 

( Bacillus ) JR, ^^P^-<^7^y^A( Microbacterium )M^ic:p-f 5^^, ^/W^n^i?^ 
( Kluyveromyces ) H, i^y^P-^^f ir^- ( Saccharomyces ) J|, ^f-fr-yjOXi-^^^^ 
( Shizosaccharomyces ) Jj, hy^^4^P>^(TncjTosporon) ^ N ^y^-^^ir^. 
( Schwanniomyces ) JR # (cl JR-f 5g£^j>J#)» , f|jil«#£fflV >5£ ^-e£5 0 

^w^\mx\ 'bm^mmm^m^m^iA^ dna ^w^x^\u.m.\^^-^ 
mmm^x&iimmvmx&zbmm^ ^p*-^-, y^y-i^i^is^j, 

^af^S^-il SK^-K-rs DNA ^J;t/$2^«ME^JJ;^^^fcm^^?a-<^ 

m^L^<??— thX\i, pBTrp2, pBTacl, P BTac2 (V tb&-<— V^tf— 

-Y-^ttcfc^ rlilS) , pKK233-2 (Amersham Pharmacia Biotech f±M) , pSE280 (Invitrogen f± 
0), pGEMEX-KPromegalt^), pQE-8(QIAGEN|±M)> pKYP10[#f?|Bg 58-110600], 
pKYP200 [Agricultural Biological Chemistry, 48, 669 (1984)], pLSAl[Agric. Biol. Chem., 
53, 277 (1989)], pGELl[Proc. Natl. Acad. Sci. USA, 82, 4306 (1985)], pBluescript II 
SK(-) (Stratagene #M) , pGEX (Amersham Pharmacia Biotech i±M) , pET-3 (Novagen f± 
§<D, pTerm2(USP4686191, USP4939094, USP5160735), pSupex, pUBHO, pTP5, pC194, 
pEG400[J. Bacteriol., 172, 2392 (1990)] W£%:®WfZ>~b^X%Z> 0 

miJL^P-tLXn, yy$y—J±W&mmXfcZ>i/^l/-?/l<>tfV (Shine-Dalgarno)El 

^n^e— £LTte, m^mn&^xm^x%&h^x&ni^^j;&i><Dx-b^\ m 

X.fi\ trp^n^e-^-CPtrp), lac7°n^E— (Plac), P L 7°n^— ^— , P R ^n^— ^— , 

T7 ^n^-^-^(7)^jjIif^T--v ? ^}c:^*-r^y D n^-^-, SPOl ^n^r-^-, 
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SP02 7°t3^— , penP^n^e— *g$:&>lfZ>^b&X%Z> 0 *fcP trp£2oji:?iJ$-fc!:fc 
-fn^r— (Ptrpx2K tac^n^E— x letl ^n^e— ^— [Gene, 44, 29 (1986) ] N lacT7 

Escherichia coli XL1-Blue x Escherichia coli XL2~Blue, Escherichia coli DHU Escherichia 
coli MC1000, Escherichia coli KY3276, Escherichia coli W1485, Escherichia coli JM109, 
Escherichia coli HB101 N Escherichia coli No.49, Escherichia coli W3110, Escherichia coli 
NY49 N Bacillus subtilis , Bacillus amyloliquefaciens , Brevibacterium ammoniagenes N 
Brevibacterium immariophilum ATCC14068 N Brevibacterium saccharolyticum ATCC14066, 
Corynebacterium glutamicum ATCC13032, Corynebacterium glutamicum ATCC14067, 
Corynebacterium glutamicum ATCC13869, Corynebacterium acetoacidophilum 
ATCC13870, Microbacterium ammoniaphilum ATCC 15354, Pseudomonas sp. D-0110 

hifz>z.bfcx£& 0 

-m^m^^Z.t&X^, #'JxJ3\ ^l/V^^ir^m^^MklProc. Natl. Acad. Sci. 
USA, 69, 2110 (1972)] x ^nR/^Hfe (#H|Bg 63-248394) , ^TzXX Gene, 17, 107 (1982) 
Molecular & General Genetics, 168, 111 (1979)id|B^(7)^^^?:fctf Z>Z.t&"?%Z> 0 

mn^^Mmtvxm^^m^\^ mm^^-tvx, ye p i3 

(ATCC37115), YEp24(ATCC37051), YCp50 (ATCC37419) N pHS19, pHS15 ^^J^i" 
Z^t^X^Zo 

-7tt—?-tLxte, mm^xmm>x%&t><Dx&tLm^?j:&ib(Dxt>£<, w%.&, 

PHOS yn*-^-, PGK ^n^e— N GAP7°a^— , ADH , gal 1 ^ 
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n^e— ^— , gal io^p^e— % t— h^^iei/D^- ^— % mf a l^n^e— ^— , 

CUP 1 T^n^— ^— ^Srfetf 5itdS-e#5o 
IS^EffiN&tLX^ -^iy^a^ir^-irU-fi/ac ( Saccharomyces cerevisiae ) , i^/^y^JU^. 
• 7f?>^< ( Schizosaccharomyces pombe ) , ^P^-fe^.'^^^'JX ( Kluyveromyces 

lactis ) , MJrr^/Kn^-^^V^ ( Trichosporon pullulans ) , ^-fe^-T/Hf^ 
( Schwanniomyces alluvius ) ^^rifel^ -5^li:^ s "C^So 

ffi&^^-^A^^LTte, Hflrfc DNA Sr^A-f-S^ft-CfcfttfV^-rftfcffl 
1^<5^£^1?€\ ^WhnrfO'— -> 3 >-$£ [Methods in Enzymol., 194, 182 (1990)], 

^7^n^°^Hi[Proc. Natl. Acad. Sci. USA, 75, 1929 (1978)], g^J^Ay&Q. 
Bacteriol., 153, 163 (1983), Proc. Natl. Acad. Sci. USA, 75, 1929 (1978)]^S£r&tf 5££j&S 

pCDNAKlnvitrogen f±®D, pCDM8 (Invitrogen ftM), pAGE107[#^sp 3-22979; 
Cytotechnology, 3, 133 (1990)] , pAS3-3 (#HfJ¥ 2-227075) , pCDM8 [Nature, 329, 840 
(1987)] , pCDNAl/Amp (Invitrogen $±M) , pREP4 (Invitrogen $±M) , pAGE103[J. 
Biochem., 101, 1307 (1987)] , pAGE210 ^M^-t^t^X^^o 

/n^-^-^Lttt, mmmm,^xm^x^h<DXhn^^irtvhm^^^t^x^, 

fflZ-iS, f-^M^/nr>^7i/^(thCMV)<DIE(immediate early^-fS^-cD^o^— , SV40 

^3^16^^-, SR a ^n*— ^— ^Srfclf5rt^-C#5 0 fch CMV <D 
IE itfg^-co^^^— £7"^— ^— ^ V >Tt> £V \ 

^^JNB^irbT«, tb<D^J|£T?fo5^/W^(Namalwa)$M£, i^/WjHHIia"Cfc5COSiBB 
IS, ^^^—^'^J^^—COm^X^ CHO lUIJ®, HBT5637[#|!i?Bg 63-299] ^£r&> 

*aifet^*— ©^AifefcLTte, dna ^At^v^^smffiv^ 

~£flST?f^ ^"Jx.tt\ ^l/^ha/K— U—>3^ [Cytotechnology, 3, 133 (1990)], 

/^AS^l? 2-227075), IW^^i/a^tProc. Natl. Acad. Sci., USA, 84, 7413 

(1987), Virology, 52, 456 (1973)]#^rfflV>5^^^-e^ 0 ?^Kte^CQ^#joJ:m§* 
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tt> #^¥2-227075 ^mh^^t^m^ 2-257891 ^#iClfE^$tbTV^S^(Cl^ 

# — X, T*7#7by"'^— ^T/l^[Baculovirus Expression Vectors, A Laboratory Manual, 
W.H. Freeman and Company, New York (1992)], ^l^h-^n}^*— ;I/X^y-^U-^a7 
— •/-^^j-nv 5 — -b-^/V^^h 1-38(1987-1997), Bio/Technology, 6, 47 (1988)3? dffiigc 

m^m^^Xm^^nZmte^mA^P-bLT^ MxJi\ P VL1392, pVL1393, 
pBlueBacII[(^(^ Invitrogen #M) #?£r#>tf 5ri:^-e£5 0 

T'^y^/^— ^*^^l^T— •^y^K^v'^- r >'l'/^(Autographa californica nuclear 
polyhedrosis virus)^?:ffl V > >5^<h/5 s "C^5 0 

l:*lB^^LTfi N Spodoptera frugiperda (D$$W$M&X$>Z> S19, Sf21[Baculovirus 
Expression Vectors, A Laboratory Manual, W.H. Freeman and .Company, New York, 
(1992)] , Trichoplusia mO^$Mmft&X$b& High 5 (Invitrogen #M) ^ffiV ^^b'^X% 

<5o 

s<*^vv^^*(7)&mxjjmb^xn s mx.&, v^m^/^^^mm^ 2-227075], 

y/K^^->-3^ife[Proc. Natl. Acad. Sci. USA, 84, 7413 (1987)] <^&hif5^b^X%Z> 0 
[Molecular Cloning, A Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory 

Press (1989)] i-mnznx^ ^mmi-m^x, ftw^m, m&m ^mmm^n^t 

fcm 6 «£r#5 ~ k&X%Z> 0 
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'bffiMtmmmtt^-h-rz dna ^m^/^mm^ dna ^im-rmmmm 

iMmmt^xn, ^^(D^tmitu^^^x-h^-t^ ?a<^—^ y^v— 

■MmmtLxn, t^=-t, mtr^^^ mmr^=-^^ mmr^--?^ v 

mmz, -<y°b>, 1*^3^ m m^**, , ^-^^Mtk^m^, *l 

mmmt\^xte s v^mm-w?^ v^mm^v^^ y^m^mi^^ m$t-*r* 
i^A, mt-t-vvv^ mmm—m, mm-r^x^ mm. mm#A^?j**&&m^&z. 

mm*. mmmm^t-nmumMmwrnm^H^BU^m^rxmo tgmmmn 15 

~40°C^j;<, J^P^Hf*, mig 16 n#PBl~7 |EJ PB-CfcSo PH tt, 3.0-9.0 
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tbTV^S RPMU640 ±§±fii[The Journal of the American Medical Association, 199, 519 
(1967)] , Eagle CO MEM i#±fe[ Science, 122, 501 (1952)] % ^/W<s/=»Qfci!E MEM 
[Virology, 8, 396 (1959)] , 1 9 9i#±tiJ [Proceeding of the Society for the Biological Medicine, 
73, l (l950)]*fcf*rH^iftlc:^i«ifiLfS^^^nL^i#^^fflv^r^dS^#5 o 
igmit, il# pH6~8, 30~40°C, 5%C0 2 #^ET#<^^TT-1~7 0 ffifrSo 

HTV ^ TNM-FH ±f±fi (Pharmingen %±M) > Sf-900 II SFM (Life Technologies % 
ExCell400 % ExCell405(V^-f fob JRH Biosciences f±MK Grace's Insect Medium[Grace, 
T.C.C., Nature, 195, 788 (1962)] ^SrfflV ^5££flS-C#5 0 

illt pH6~7, 25~30°C^(D^T-T:\ 1-5 0 ffifr 5o 

T^/^/VCDEAE)— fe^ro— ^ DIAION HPA-75(H#fb ! ^ ; l : ±^)^l^> ? V^fflV^fc 
|H'^y5^t 3 ^^77^-j£, S-Sepharose FF(Amersham Pharmacia Biotech f±§Sl)^F 
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mm±m*^ mm^m^tcn^mmmmm^mm^m^ir^t^x^^ 

^(DXyiz.L.xmnzthzm&'M.bLx, ^x.tt\ m$m^r5 s 6, 10, 12, 14, 16, is, 20, 
22, 24, 26 v 28 *3£u< 30 xm^n^r^ymum^ir^m^w^hif^t^x^o 

M£), tBoc feCt-^/v^v-^/^lw^ 

^•5 0 ^7t, t^III Advanced ChemTech Perkin-Elmer t±$!£ x Amersham Pharmacia 

Biotech 3fclD Protein Technology Instrument #Ms 3R[S Synthecell-Vega %±M, 

H PerSeptive *±§!k A^0^ttM^O^^K^«^IJfflLT^^-f-^,r^T^ 

^S<hbT«, Fabri^ QTMS*m#^ ^7ryW, 

®J3JR#$?«, 5h^KyT<M*m, Duchenne mffi^hvy^mm^&lfbft&v Ztl 
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£n btbTV 30, 1302-1 306(1996)] 0 

# 

^Wdtt 3—20 jI^O^xK ^tKlj^^- ^<Z>#fcM3:9LlM&<Z>&T, # 

Freund's Adjuvant)*/^ *BMbT/I^=*.*^7K M 0 mM^^^tltthi^^- 

f»jjfCCD$:-^ 1 [HlgCO^<7)^l~2®^*3ti-3~10 HlfT9o #J£-^> 3-7 0 

[gf If ifeKSy ae7£ (ELISA jfe) : E^ff^f IJ 1976 ^ Antibodies-A Laboratory 
Manual, Cold Spring Harbor Laboratory, 1988]3&if"Cp^5 0 

^x^y'w-^i^mu m^?w—?%mm-rzj)\ mm^^xmrnm^m 
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mmmmttnmyk&ftffi, mm-r^b^^mm-r^b^x^^ 
•wmmmmtLxn, s-T-wr^wm^^iBALB/c fem'wmmmmxfrz 

P3-X63Ag8-Ul(P3-Ul)^[ Current Topics in Microbiology andlmmunology, 18, 1 (1978)], 
P3-NSl/l-Ag41(NS-l)^ [European J. Immunology, 6, 511 (1976)],SP2/0-Agl4(SP-2)t^ 
[Nature, 276, 269 (1978)] % P3-X63-Ag8653(653)^[j. Immunology, 123, 1548 (1979)], 
P3-X63-Ag8(X63)^ [Nature, 256, 495 (1975)]^, ^C>^&^^b« Wiif-JlV ^ 

te£x$T*/zf'ry>$;to7Lfz.mM) \zMm\,tz.(Dh , 7~i4 0 mmm-t^ mmm. &m 

itt-m&^fr^xfamirttmmfbth&c 
±tB^^T5i#Lfc, m^mm^^itm^-r^m^xmrnLx^ ^mmtftm* 
wmmmm-r^m^m^^x, &{%.mmKttir&Rfo&bmM&mj\&, wmm&m 
m^mmt^mm^Mir^^t^m'r^tx\ &fcmmfr±tmmw)mm 
m&t^mL\sX\ ^frt*?fr%®M imfc-tz>~b&x%z 0 

jr&tvxtt, ~^(Dm^^^>y a ^mxm^mmm^m^mi^j'^m^ir^ 
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^■^T'fe5f-^>^^V3^^[Proc. Natl. Acad. Sci. USA 85, 5738-5742 (1988)]^ 
Representational difference analysis [Nucleic Acids Research, 22, 5640-5648 (1994)] J; -5 

^Srattb^^b cDNA 7^^7^^ilLfcf, mWiftfc cDNA 7^9V—<DWA 

cDNA ifi?ij£5' ^*W«t9^^}^£IB^?W^rfirV \ ftW^-r^mPl&W^co 
tm^mUiT^ (7^^J*#f)o i9i-Lt#^fc cDNA tf>£giMgE?!l£rifc 

AE-rs^i td«t!9 , ^ cdna — K-rsa a e Ka»iss e fca^ra-r s^t 

V^S^fC^S [Science, 261, 600-603 (1993); Nature Biotechnology, 17, 487-490 (1999)] e 

MMbft&imMXVm^fr mRNA £rffiv ^1^h7^V3^«:fT5:£i£flSS'SLV \, 
(ciLT^^^^fc^^^SS^J^tf DNA rrJtte^ft cDNA Sr^u— >"fbi~5;fc* 

cDNA {^<D^:ftltSia^lJ^W-rsr^T\ ^ cDNA jftfci— Ki~5g SK^IK 

7y^Ba^tfe5V^(^t;W;/--7-^b777 , 'S^ffi'/ ^fc*§£"Ct>, ft^Hfc^n 
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^mma-ermsM, mmmmm. -stft^^K 

iM^tt^--^!^ BrdU <7)Ifr>9 te^nm^^t^ZZo 

BrdU com^n, BrdU ^#mWi-S§lii~S*itf*^fflV>fc^^fe}c:J;'9P-<5^^ 

l/^?— iHis^-iLTt*. GFP(Gleen fluorescent protein), "£\ 

'M^a^#^^(^mi~Sitfe^(7)^n^— ^UTtt, cardiac troponin I(cTNI) 
/^fctf ib*v5Q. Biological Chemistry, 273, 25371-25380 (1998)] c 

35 



WO 01/48151 



PCT/JP00/09323 



DNA&, u-hn^/^^^-t^AL, SP<^-£'frfi£»^ (Dftitm^-r&fflm 

$*SH^Sr^j&s»Bia^^b«B*#i-s*ie«&tcis:-^"rs^ife, tert itte^&^SMS 

m$*5H^S:=»— K"T5 DNA Sr&t^**— w^btBS:^-f «J»Mai^ 

±.7&(D TERT itfK^^M^^§^T6|lI-P{i, TERT Mfc-f-zftt—f—k GFP(Green 
Fluorescent protein), A^/y^7— if , fc<5V M3-<— #7^K^— t?#£?(£>UJK— 

}'J;<9, TERT ite^&3£^^£*5H^&a9J^5££2 s -e#5o 

S4^^*>rf W (7P-t^M^- I A IS, pl4-23, 1999^) 0 ^*>£> 

mm%m.&&t>i±z>z.kx\ m^mm^m^mm^x^mir^k^Mx^ i&ytk 

LTfi, FITC (fluorescein isothiocyanate) , PE(phycoerythrin) , APC(Allo-phycocyanin) , 
TR(TexasRed\ Cy3, CyChrome, Red613, Red670, PerCP, TRI-Color, QuantumRed t£¥ 

dSfctf btbS(7n— ^— I* p3-13, ^Ptfc, 1999¥)o 
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mm^xnmmn dynal *±^A#ih5^^-e#<5o 

ffl-TSr^^-e^§ o ^^T^^IlJ^^i^^I^^i-^-^-rS^^ Stem Cell Technologies 
Inc(Vancouver,Canada)J;9I£^£;HTl^<5 StemSep fc&f$^^&Z.b&X*£Z> 0 

^ ffi^Jl^ CD34, CD117, CD14, CD45, CD90, Sca-1, Ly6c, Ly6g£g&Ri1-<5£n;#K 
ifltf^&mcDitE^J^T&S Flk-U CD31, CD105, CD144 ^mWrT^W; 

mm(DmffitfLm-v&z> cduo srSM-r^jjc^ ^^v^mm^imxh^ cD49b, 

CD49d, CD29, CD41 ^MW.'t^ifii^, ^VVyV^^MfoX-foh CD54, CD 102, CD 106, 
Mtfom^ CD34Pttt, CD117&§t£, CD144Pt'|*»$3j:-a«CD140 &§14<7>t£1C£W 

-rsmmzmn-fzia^ thftmm&frb cd34 CD144 m&m&%±.m^ti 
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m^^-r^tx s ^^mm^m-r^t-^x^^ 

^m^i^m-t^fcUb^, myt^y^y^^&B&^kytm&Wigreen nuorescent 
t#l>(70"t^-^gftg^ P 44-52, ^Pft, 1999^) 0 

'bmmmxmmm^mm^x^^mB^co^^r—^-t^xn mlc2v ^ha^^i 
^m^^^t^x^o 

¥%m^^-t^x$Z) 0 

rts^f* ppar- y srstt^-rsia^sr 0.4 n M^h2 il M(Dmmmtte% x?mi&tpizm 

t&^JEL— ffii-^b^m«j#itfic(3^, j&flSI&aSl /i M dexamethasone N 0.5 
mM methyl-isobutylxanthine^ 0.01 mg/ ml insulin^ 0.2 mM indomethacin ^/^•Scfc:)}^ 

ti?ft%mni,frmmxmmirttm-bmifbftz 0 
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S&(Di&i&<PlZ.1feWkl& 0.1 /i M dexamethasone, 0.05 mM ascorbic acid-2-phosphate N 10 
mM j3 -glycerophosphate bt£&£?\^ ^tl^iri&WfaVltM&^Ttt&lrttm&m? 

is. Hoechst 333^2 ^m^^t''L-mM^(D / ^itm^'r^mmco / M 

Hoechst 33342 teDNA^^JjTW^ ££fc£*c^«£lfefei^r^-<?#3 0 #fg 
^*5o ^frfi** ABC (ATP binding cassette) h^^^-^—^J:6fe^#l^tg^/5^^ 

j&iw-jiajsif^v^wsftifettTv^sciFrt^^ voi.45, N0.13, 2056- 

2062, 2000) 0 t£oT, Hoechst 33342 £^9&£&V ^££^|-r<5~i:i^J;'9, *&m<D 

.•WM'Pfrb Hoechst 33342 X-f&<$fe&ZMlfc%ftMtt\zn, Hoechst 
33342 T?Jfe6bfcgL FACS^ffiV^TUV^-if-^Tl:M^*<^-ftiKft<7)2m^fe^^ : f 
*>Zk\Z£*)tttir&ff5Z.b&-?pZ> 0 Hoechst 33342 &#0i&*/jJV^&fc5lW/lSfct Side 
population £LT#Wi~5"£# s T#<5[Goodell, MA et al. J.Exp.Med., 183, 1797-1806 
(1996\ http://www.bcm.tmc.edu/genetherapy/goodell/ new_site/index2.html] 0 

KUM 2» (A) *3«tI5 BMSC ^^(BH^tb-^f;^ tr^WbLfcSt^?;* 

cd 105 ft{t&M^T#iftRi&&i3z.te\t\ 7v~^Y*~?~xmi£L,tdfc$kx$bZ> a m 

mmnm^^w^xh^o 

02tt, KUM2^aflS(A) joj:U«BMSC|[fl^(B){c:^:tb ; e^ t'^WbLfc^[-vr>^Flkl^t 
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H3tt s KUM 2MB (A) *5J:tJ« BMSC jNHI&OB)^**^^ FITC ilLfeKv^ CD31 

IU4« N KUM 2^113 (A) *5 «fcTJ« BMSC ^^(B)}^^^ t^^WbLfctn:^^ 

05tt, KUM 2|M (A) *5j;t* BMSC >NBIItS<B)i^*L^*W FITC ff f^L/dTL^^ CD34 

Ulett, KUM 2» (A) *3«J;TJ5 BMSC m&WWtt^tl. FITC fiRMfcUfctt^^ 
CD117(c-kit)KfrSrfflV^-CiR:frSliSSr*5-*V'», :7n— TiteLfd&Jf^fc 

07tt, KUM 23Sail& (A) *3«fcO« BMSC *ffl/l&(B)i^;h^;K FITC ^SfeLfctrt^* CD14 
H8tt, KUM 2$H4fc (A) *5 ctt^ BMSC jKBUaCB)^^^^ FITC fjgltL/dft-^^ CD45 

mm. ffi.mimytmm*^~t 0 m^xm^^tzM^mwRm^^xm, mm 

H9«, KUM (A) 3o<fctF BMSC ^JTOM^etV^tU FITC llstLfdTL-^^ CD90 

fo&&m^xtiLfc&.fo%*5z.t&\ 7v-^4h*-?-xwimLtcMi$kx&>z> 0 mm-zm 
mm, mmw&yt<sm%:^-to m^xm^^tm^^Rm^m^xm, mm 
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01O« N KUM 2« (A) *5«tt5 BMSC «(B)}^*ven, FITC ^f§6Lfc£i^7* 

Blllfi, KUM2*HflS(A)*3<fctJ ? BMSC^l^(B){^tb^:^ FITC #j®L^-^!7-^ Ly6c 

012tt, KUM2»(A)4oJ;U«BMSCm(B)(^H ; e > tT,> FITC WMl^tdffL^^ Ly6g 

01313, KUM 2*M&CA)*5J:lJ<BMSC jBHHSCB)^*^*!;, fc^^WfcL-fdft^'?* 
CD140 ttfc%m^^XttfcRJfc&teZts:\,\ 7X1— ^— T?ai3eLyt*g*t?*>5o «C 

01412, KUM 2M (A) *5«t7J« BMSC iWflSOB) Wtl^PtU FITC gUttLfefei^^ 

015*2, KUM 2ftBJ@ (A) *3 it/ BMSC jfWliaOB)^-?:*!^?^ FITC WMLfz.m.^^ 
CD49d ^#&JB^T^ffcKJ&Sr*3-&v \ 7n- tMM— T?»l3£L^j|$*-e*>5„ ffiE 

016}2, KUM 2&0fl£ (A) ftXTf BMSC flUM)^*!^*^ FITC t^LfctrC^^ 
CD29 foft&m^XttfofcJ&&&Z.?&\ ^n-^M-^-TPJ^Lfc^-CfeSc i¥ 
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H117te % KUM 2«(A)*3J;U« BMSC ^(BX^fL^tL, FITC WmLtdtfi^^ 
CD54^i^Lf$:^V^T^[^$:^^*5^^/\ 7p- f-^M-^-TPJ^Lfc^mTfeSo 1$ 
Wtt»i$C 1Httfcm#;&ft£^i- 0 Kfe^itJo^LfcS^^^M^W^tfc^ 

|2I18tt N KUM 2« (A) *3j;tJ« BMSC tffl&(&)\ZX:tl%fo > FITC WM^tdfo^ ^ 
CD 102 ^fa£^T^ft:S^£:fc-&V\ 7p- t^-<M— ^— -C»I^Uyt*tm-CfcSo 4ft 

mi9n, KUM 2« (A) *5«fctf BMSC JSBflSCB)}^^^ FITC tIlibfetrL^"7^ 

mmnm^M^wmx^ 

020}^ KUM 2« (A) BMSC »(B)^3VE:*k FITC flf$b/cfct-^* 

mm-zmv£ttik(Di&mx&z> 0 

C3H/He 10 HE^— tVI^/BV ^XMWtL, ^5xLT««e ^£"9©: 

vx^^mm^n^xwmu Amit^fczmm^tco Am-w^m^n^xmm 

"T/^B 23G (7)#f^^Lfc 2.5ml 20%FCS £r£W1~<5 IMDM 
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i.5mi a*k mftft<Dftffi&±mit<DmmMiM(DMic\z.mi,&^ mmw^icmmm 

^#{±5-rri:T\ #t8I»£J¥LffiL7c 0 ^#L/ct(«3:, 20%FCS, 100mg/ml penicillin, 
250ng/ml streptomycin, 85mg/ml amphotericin 3raWi~<5 IMDM igiffi cf> T 33°CT\ 5% 

^SLLfcJ£— M(single cell)^^(7)^^^^L^:(J^T, #«ft3(5Wft^5Eft»Wa 

5-aza-C Sr^DL 24 R#IWJ^Lfc^ JgJM: IMDM igi&KfULT^fetd 2 Mi^-TS 
i<ir-ett»J-rS»«^-r5^n-^il^Lfc 0 192 m(D? 

J», 1Mi*lflJ!&KUM2fcklW^ 

20%FCS, lOOmg/ml penicillin, 250ng/ml streptomycin, 85mg/ml amphotericin •£raW'i~<5 
IMDM±§±Hl^-e33 0 C-e, 5% C0 2 mi£(Dffi$m&^ ^Xm^rrotr. 0 KUM2«W:3 u 

m (Dmmm(D 5- aZ a-c ^ 24 ^iroarrsri-e, 
wmmLx<z>i)\ ^mmn^^m^t^ao 7 ce\\ j-ioj^t) 0 

s^, it ^tt^.tiv^^f&i!$» bmsccferm bp-7043)^, mhtht^m^^mmi^ 

mtirz,mm&mmirz>z.bx\ ^^^n^tc 0 bmsc -^Mfc£&<5 
kum2 x'oh 100 i%u±®)mm^kmm^z^k$mm£nfc 0 ^t^mmmmmnn 

XJ 5-aza-C £^PL 24 lTOit*L/cf£, IMDM mMKiXTLTZhlZ. 2-3 31^1# 

V\ L;3>L 5-aza-C ic:J:i9ft^^^*-rs^S«l : b<^fr:Lfc 0 
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WLTHX^L^^m^i-^ofco 300-400 Eai£©*frte#n?i|X 

(;:*3V>T^ 120-250 mo^-e^IiJ^iciJK^LfCo 

BMSC ^J;^L^MK#Wlia^^5>^#LfoL^*IBIia^^x Trizol 
Reagents(GIBCO BRL ttgDSr/flV^T^: RNA SrH#Lfc 0 If ^ RNA £rgffi:LT 

Supersciptll reverse transcriptase(GIBCO BRL tfcSDSrfflV^T First strand cDNA 

>bffiMmmmMtemte*<D&m.%W>m^ttM^ m First strand cDNA £SW 

^lt, k#j#-j§- 33-58 id^L^siB^ij^wr5#^ dna zm^xfeftfa pcr 
ofc 0 'bffimm&mMtzMfcTtvTtt, -rwj^m^f^-vx-h^ anp *3«tu? bnp, 

tt*SyW&-?ihZi a -MHC *3«fct)< 3 -MHC, 79^lSTSlh& a -skeletal actin «fct* /3 - 
skeletal actin, ***sl'ffl&VihZ> MLC-2a, MLC~2v, tojffiiWJWSftrtE^B^&S 
Nkx2.5/Csx, GATA4, TEF-1, MEF-2C, MEF-2D, MEF-2A SrfflV^/c 0 

anp ©*B*ei;:ttE^i## 33, 34 (z>m.mmm&frtz>&tft dna bnp comma-tm 

35, 36 <75igSIB^lJ^W-rS-^^ DNA a -MHC <7)i#i|iI(^fS|d^JS-^ 37, 38 CO 

m.mm^ir^f^ dna 0 -mhc <©i^#g^«ga^j#^- 39, 40 <z)^siB^j^w-r 

DNA a -skeletal actin £>ittSi;ii;tgfi#J#-$§- 41, 42 (Z)itSia^J^Wi~S'^^ 
DNA Sr, j3 -skeletal actin (DMUi^^M^l^r^ 43, 44 <Dl&&g2&\%:ft~?Z>&&, DNA 
MLC-2a <?5l#*Bi-«SE^J#-^ 45, 46 <DJfeSIB^JSrWi"S^J* DNA MLC-2v Oif #g 
^fSE^JS^-47, 48<7)ltSiE^JS:W-r5^DNA5r, Nkx2.5/Csx<©ig|Bfc:fctEyiJ## 

49, 50 (DM.mm%^-rz>&$L dna gata4 comm^nmmm^- 51, 52 o^sse 
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^j&w-t-s^ dna tef-1 (Dmrn^mmm^- 53, 54 <Di&md.&\%-#irz>&j& 

DNA&, MEF-2C©ii#St^ttiB5>J#-^55,56©ifiSBa^lSrW*t"5'^^DNAS:, MEF-2D 
OJttS(-(*ia^lJ#-^ 57,58 <D&mm&\& : &1rZ>&!8. DNA St, MEF-2A ©*U(iiJl»*E?U 

#-*§■ 59, 60 ©lfia6E^IS:.Wi~S^fiJ6 DNA Srfflvrfco 

KT*S>5 ANP *3«ttJ5 BNP GOmm^htlt^ £*±©'frflM5UBg e^^atRXw^Br 

J##^-e>^^lffl^i-^"fbLfc#M*fBIJS"ef*, Nkx2.5/Csx, GATA4, MEF-2A, MEF-2C, 
MEF-2D, TEF-l atte^^^iSSfrlfco i#5B'F(D#fi**M^5E'fb*ffl«-t? 

Nkx2.5/Csx, GATA4*5«fcVMEF-2C<0|8^S^$4x, 4^«^<7)^s^i;i#V \ 
iltl/C MEF-2A *3j;tJ« MEF-2D ©3S^$|3faMfiS$tLfeo 

UfCo fglftttfif^, JNBfl&S: l.49mM CaCl 2N 4.23mM KCl, 25mM HEPES(pH7.4)^r^AnLfc 
lMDMJ#i64' , T?i##L, Diaphoto-300H#:il^(^=i^±M)T, fig 25°C-CS'J^b7 t c 0 
^^mffi^^^fetSr 15-30 Qi^m^X 3M KCl £?£±AL/c 0 mm&(D%\ma 

mez-83oo ( 0 ^sttfii) zm^xmrnf^i/zfte—Fx-fiiito wm^mu rta- 
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o/co ^ .bmffimmmvtemmmmz Peak&Dome mmmmtLWiimitft^)*^ 
#jjiffl)ii*^^<, ?&«jm^ii'Mf*^:#v^^^L^ 0 Mmmm. 2-3 ara^sm 

>M«^5Mbit&£#i-5^;*™ 5- 
aza-c -e^b^^-5r*3^5i^}-, ^sf-^h^-r^^pLT^^^^^n-rs^^^^^ 

^^lll^^co5Hb^#^5^^#M**#^'fb^^^(BMSC)^2 X 10 4 «/ml 
tf£Z>£.0\Z. 60mm 4 #ft^-Y;yv';x$>2>V ^2 60mm ^i/n^^^ttif^V;/^ 
(fibronectin-coated dish:Becton Dickinson *±$!|) j£#§£\ 33°C, 5%C0 2 ^^(^!)Pf P^^ffl 

W 0 , 5-aza-C &jfem& 3 fi M £&5J;5i»Uc_t-e\ PDGF (D^ 

WM (M^T^yi/^-A) , PDGF irU^y-r^CO^^P^^^V^V^B), $fo/jR/£L 
(i§#7=V^i/^C)<Z) 3 «m<7)m^§^ffl^tTV^#«itbfc(^«« PDGF 
lOng/mU 10" 9 M) o 

§g0 5-aza-C ^J#^^^i-§fc^lCl N i#i*MrirH/ ^©tMU ?W*&*:r>.y 
v^A^te PDGF lOng/ml J^fd'^PU i^ft^V^^Bi^tt PDGF 

iti* lOng/ml &'^Ml'W&W&&. 10" 9 M i^5J:5{-»L^ 0 -^H^ibMi- 2 0 f£ N 4 
0mi-^[Rl«Wi#ite^^ PDGF fe5VMil/^y-r^O^R^fofc 0 

aza-c (D^^^pu/tita^v^^Tf^ 3 m^mm^mwrnmrnt^^znu 
pdgf ^^p-T5i^)4fiK pdgf b^M^mzmm-mu-tztm 5 i"j<z)«>«if 
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^-^-7i~78T^Lfc-a-^yrf^^i/^K?rffl^T^^^ pcr ^nm^t^s, 
>bmm^mm&irz C Tni, anp (omm-mm^^^o 
'mm/m\ tf£Z>£?\z. 60mm mm^^^m^, 33°c n 5%co 2 m&^mmm&m^^xm 
w 0 , mmmmz 5- aza -c ^mm&3 n Mt^x.ymm^tz.±.x\ fgf-8 &m 

M 10ng/ml (Jt^^V^v-^D) N ET-1 frUM^. lOng/ml (d&SJ:?^ 

WM (tf^^V^^E), Midkine^MSlOng/mH^SJ;9i-^n (^Ht^^F), 
BMP4^M lOng/ml ^^6J;5i-^P (J^tV^V^G) , ^P^L(i#*7=V^^ 
H) ^)5®^(^^^6^S^fTV ^t*?r||i^Lfc 0 

WR 5-aza-C ^tftf^i^-rsfcfef^ tfitil?rffbV^^i-^L,.Smt#7 :: V^ 
->^D^« FGF-8 &H&mig. lOng/ml d&SJ^d^PU it^V^ v^El^Ji ET-1 
S-S lOng/ml {^7^5 mm^y^Fia^ Midkine &r,1MS lOng/ml 
Oi^WlQ. t«^V^^G{Ctt BMP4 £r|&M lOng/ml (d^5J;5^»LTt&*^,« 
Lfdo ^ti^hW. 20t,40 fjH^I^<Z>*£itil3£^ FGF-8, ET-1, Midkine fc§V>« 
BMP4 £>$^JP£fTo/c 0 

5-aza-c ^px.t^^4® hb&, mmmm^m^mumrxmmLt^ ^m^, 

5-aza-C O^^^PLfc^^Vs/^-Cf^ 3 m<vM&&ffi f gmm!&bts:%(DKML, 
FGF-8, ET-1, Midkine fc^V^ttBMP4^^RLfcit#^V^^"e^ 5fi!C0^(fl^^l^W 

£lJ#^71~78T^Lfcl^£;^y:^^^^ 

FGF-8, ET-1, Midkine fcS^fi BMP4 « N ^tb^^^M^^MW^ia^-PT-fcS 

cTni, anp (D^m^fhmir^timm^nf^o 
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itifc&1®MBMSC)iZ 3/iMC 5-aza-C <DiXt>Y)\Z. 10 n M CD DMSO &WMai,24!f$fflt& 

Nkx2.5/Csx &£Tf GATA4 itfc^tfS^LTW, 5-aza-C SrS^PL^tirl^^t^ft 
Sr^TLfc/L-»jKliBia"t?*>S-ti5^*tl/fco ^fW^tt, 5-aza-C £ DMSO <7)±tii<^ 

>^ (Single cell marking)C0||!^^T-o^i o 

*-f N GFP l&fctt&mZltZl'hvVJ^^?— T'v^V GAR3-GFP -*3 j;t>\ 
Ecotropic Jtfe^Sr*^** pCMV-Eco T^^K-'W— £\ Molecular Cloning, A 
Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory Press (1989)^ {ClffiijtSc 
(DT/lsjJVtifafe&XXf PEG tfcmfe&m^X. «L£<£>i«^ DNA ^^#Lfc D 

DNA ^h^^^^a^-tirSflfr 0 nyy/^yM^^ofc, gag *5«trj< pol it 
fett&ft-lrZ 293 «£r 1/5 10cm ^V^i^MftU — Bfe 37°C, 5%CO z it^ 

GAR3-GFP Uhn^>f/^^^— ^7^K DNA 15 // g£ pCMV-Eco T^^K-"*^— 

DNA 5 /z g£r 250mM CaCl 2 (pH6.95) 0.5ml {^n*.T^fi¥£-ti:, ^O^^ 15ml CD^-=l—^ 

luAtlfc 2 X BBS [50mM BES(N,N-bis(2-hydroxyethl)-2-aminoethanesulfonic acid), 

280mM NaCL 1.5mM Na 2 HP0 4 (pH6.95)] 0.5ml MTLT 10 ^Ri1^S"C#g$*fe 0 
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(om., mdna«, m 0 imMLt^smmmm^^mT^, 37°c, 5%co 2 iiso 

itiMr^LT 2 0 ^M, JtHJ^ffSr 0.45 n m (D^/^- (Millipore |±^) "C5i®U 
<>^/i^-<^— ^T'ati'^^llliRLfeo IMDMi^itUT' 10"\ 10"\ l<r\ i<r\ 

10- 5 (^fRLfc o 

mmwn&te. ^^/^^^^>a^^m 0 id 2x io 4 «/^^&<5j;?i;i6^ 

#^Lfc, l^ftA 8 n g/ml 

Hexadimethrine bromide(polybrene) (Sigmaf±§SD £r$S#nU 'MlfflflS^^iMkt^^i^ 

imdm m&iz.&&u ^°c^%co 2 mm(om^m^m^xmm^iiotz 0 

2 0 P^il^To/c^ i^HMT-c gfp £^mLTv^«£fiti=iu « 1000 
flUfefc^iooo gfp PJt4^ra^sfe5J:5»fe^^^#fci 0 

#M) im%. 33 0 C > 5%C0 2 M6D?|^|pa^fflV^Ti#«^f?ofc 0 

H 0 , 5-aza-C (Sigma #M) ^ PDGF-BB (Peprotech #M) , all trans ^S^W. (Sigma 
|±M)^^tL«it 3 n M, lOng/mk 10" 9 M ^6J;5^PL, »LT2 0^*5J:t^ 
4 Hlliat i#Jtil^^TS>i^}-^ IM PDGF-BB 0» PDGF iPfc-TK all trans U^- 

(DW GFP Kf^otl/^lllltelffl, <M«^5Mb#»^ GFP itti'^ot 

mmmmmmtf) (stochastic) ^yimmi^x<^t^mh^tf^r^ *fc^^m«, 
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*i\ Nkx2.5/Csx Sr^8ia$*SBWT?, Uhn->^/l^-<^— pCLNCX 
(Imgenex £k)i£ Nkx2.5/Csx &£&^-jA^ pCLNC-Nkx2.5/Csx ^P0Lfc o 

GATA4 Sr3S3g*itS g l^hnr>^/i<^<^~- ^7^K pCLNCX (Imgenex 
tfc)© G418 I^3t^^^^^t°^^^ W^W^itfe^J-embfc^^^K pCLPCX 
{d, GATA4 ^M^iA^, pCLPC-GATA4 ^PMLfc 0 Ubn?^*^^— T^J^K 
P CLNC-Nkx2.5/Csx £ pCLPC-GATA4 *5j;t>\ Ecotropic 3ftfe^F-Sr^S^*S pCMV-Eco 
v^^^^K^^^— (Imgenex It)^^ Molecular Cloning, A Laboratory Manual, Second 
Edition, Cold Spring Harbor Laboratory Press (1989)#H-fBi4<^7VV#y ■^fPfe^.OT 
PEG WfeSrffll^T, ttf£©ifi5V» DNA £^#L7c Q 

rti^© DNA &hT*/X7^?i'a>r£l£Ztto 0 id, ^^/l^vH^&oTc, gag £5j;tJ*pol 
Mte^-$:{%#~t& 293 1/5 #-fR-C 10cm ^Vs^atattftU —fife 37°C, 5%C0 2 3i 

pCLNC-Nkx2.5/Csx pCLPC-GATA4 Whcf)^;^^^^-7°7^^K DNA 15 

# g £ pCMV-Eco ^^K^^^-DNA 5 n gfc 250mMCaCl 2 (pH6.95) 0.5ml \ZjMX-XW- 
ffl&lt, ^(DW-W.^: 15ml <7)^a-' — Z?\Z.jKivft. 2 X BBS [50mM BES(N,N-bis(2- 
hydroxyethl)-2-aminoethanesulfonic acid\280mM NaCl„1.5mM Na2HP0 4 (pH6.95)] 0.5ml 

i-iTtt io ^muxmm^fc wm. dna mm*, m 0 izmmL.fr 293 $b 
^tiffi^i-riT^^, 37°^ 5%co 2 mi£<vm9m&m^^xmm&ft^fc 0 , 
Hi- 37°c, m>co 2 mm<Dffi$m%m\^xmm*:fs^Tz« > 

»MLT2 i#«Ji»^0.45 n m^^/^-(Milliporel±M)-e-5ilU 
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Hexadimethrine bromide(polybrene)(Sigma f±®D£r?^nU <bffitm&^0)ftikfi&&ft-i~& 

^*itmmM^ftitmnmMBMsc)<Dmi&tw®:U 33°c, 5%co 2 mmcom$m%m 
^^xmm^n^tco ffu^ imdm mm^mu 33°c, 5%co 2 it^<7)fii?#F 

^(D'iks pCLNC-Nkx2.5 h pCMV-Eco MAXM±^HfO^(/^^^y^y3^'Lfc 

mmiaz, G4i8 ttwrnm. 300 u g /mi icftsj^^nu £^7 0 r B i^*u^ 0 

— pCLPC-GATA4 t pCMV-Eco MAXM^tvfc.^^/^^>'^^^3>'Lfc'm 

m\a^ \f^—n-^4iy^wMm 3oon g /mi ^^xoi^mmu ^b^7Bmmm^tz c 

^(D£?\Z.LX, mni^f- Nkx2.5/Csx feSV^l GATA4 <7^A£^Ri|te^«$-OV ^T, 
Nkx2.5/Csx^^fj!lJ|gmLfe>L^I(Bflg^c0^^tg^^^S#M^^(BMSC-Nkx2.5) ( h 

gata4 ttmmm^t^Wimm^(Dfti\:m^-t s#miidi^(bmsc-gata4)^ 2 x 10 4 

«/ml ktt^K 60mm Jt^V^v^iO^ 33°C, 5%C0 2 H^fP¥P$££/BV ^Xi% 
m&n^tz,, 10, g^i&«Kt(C:5-aza-C»^^3 n M^5J;5»Ufc Q ^^tC124B#^, 
33°C, 5%C0 2 i|Jg<7)?p?pf$£/B^Tit^ 

5-aza-c se>M 4 M^^^tfc 0 {mmmumx(Dmmmmm<Dm^ 

Nkx2.5/Csx^l/^«GATA4C0^$lJ^^t{-J:oTtt^:#<^{bL^^o^ 0 ^i-#?>^fc, 
3£lr*£»^ RNA ^IhIIRLT, ^^W«^flS-e^gmLTV ^iIfe-7-£rge?iJ#-^71~7 
8-e^L^)55c^-y^^W^K^fflV^T^*^ PCR m$r%ftotz 0 Wlfe^k, 
Nkx2.5/Csx GATA4 (D^mm^ 'hm^^^Mi^X^ cTnl, ANP 
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m^-r^ Nkx2.5/csx t GATA4<Dm&fcT&mm^bffi®\jfe^(Dftikm%ftirz>'W 
itm%mirznwMBMsc-Nkx2.5){zmm^fc&, 3oon g /mi commm^zx?^ 

— cz-^<^£:i»U V(BMSC-Nkx2.5-GATA4)^^#Lfc 0 
Nkx2VCsx£GATA4<Z)i«fcT-£M^ 
^(BMSC-Nkx2.5-GATA4)£r 2 X 10 4 5»/ml iftSJ:?}' 60mm i##^V^^i-H^^> 

33°c, 5%co 2 mm^mmm^m^ ^xmrn^n^t-o 

§2 0 , mmmmiz. 5- aZ a-c ^ Mt^xrm\n,f' 0 £^i- 24 33°c, 
5%co 2 m&nm wmzm^ ^xmrn^n^t-m^mm^m lv ^<D{d^-r6ri-^ 5- 

Nkx2.5/Csx i GATA4 (Dm&fc^^Wimm^X^Xn^^ikLtefi^fzLfrK ^Wi~t 
t£l^ PCR ffiffiZnofro ^<Dffi^ Nkx2.5/Csx t GATA4 cT^^miJ^g^i- J^^-L-^J id 

mmm^ikfe^xibZ) cTni, anp ^msr /Lii-rsr^m^§^c 0 

±m^f'>bj%ftik1&mm<Vfo&m^m^(Nkx2.5/Csx, GATA4)£lH'h;>7-|V(FGF-8, 

et-1, Midkine, BMP4)^a^^^^5rii^j:6, ^mM^m^m^-t^em^m^ 

Nkx2.5/Csx£GATA4cDf«{ET-£3!&T^ 
j]S(BMSC-Nkx2.5-GATA4)£ 2 X 10 4 |ffl|JS/ml 60mm J^tV^^CI^, 

33°C, 5%C0 2 M©fWPi^ffll/ ^TJ##^Tofc 0 

Nkx2.5/Csx£GATA4<7)[^ii{sT-£ra3gm^ 
J3S(BMSC-Nkx2.5-GATA4)^ 2 X 10 4 $B)jS/ml i&^J;?}:: 60mm i#^>;/-^(^f ^ 

33°c, 5%co 2 mm(Dmmm&m^^xmm&7^tc 0 w 0 , mmmm^ 5- aZ a-c 

3 // Mbte&£rmnLfr±.X\ Jgid. FGF-8 »j5§S 10ng/ml i-^SJ:$)^^P (JfHx 
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■Yjyfal) N ET-1 %mmm lOng/ml £5 \Z.ffiM (i##:r>.y vW) N Midkine 
lOng/ml (tg^^V^y^K), BMP4 Sri^jft^ lOng/ml lO&SJ^fcSfclni 

§gB 5-aza-C &J#i&^bl&5fe1-5fc#)f<:, ^tfsSrtfU^OtJlXiftL, fTOit^Vs/ 
FGF-8 Srifet-MS lOng/ml {dftSipi-^RU J§#^V^^J^tt ET-1 
}M. 10ng/ml ^^5cfc9(-^P, t&ifVs'^^KCtt Midkine Srij&SS lOng/ml Jd^-SJ:? 

\z.mm, mm^y^uax vupA^wmm. io ng /mi (^^j:5(-^PLT^*^ggb 

fCo ^tLT^Hl- 2 Bt,4B ^i^P^COi^ffi^^^ FGF-8, ET-1, Midkine fe<5VMi 
BMP4cD«J&r?To/c 0 

5-aza-c %iw7LXfrhmw&, mmmm^im ^m.umrxmmvti 0 ^<^^, 

5-aza-C (D^mMLtctn^'f^y^'^nm 3 f "J^M^^^^^^S^^^b, 
FGF-8, ET-1, Midkine Mi BMP4 &3J^PLfc*g#^y v^~m^J 5 i'l^dUfe/W^ 
#j»^o/c 0 — jj, j&miT&bffijCDmte FGF-8, ET-1, Midkine «£><5V Mi BMP4 

-^MJ}^ FGF-8, ET-l, Midkine &3VMi BMP4 fct Nkx2.5/Csx i: GATA4 O^'J^^i- 
.Wffiii^tvS cTnl, ANP CD^m££^-:fcii^3-Mft/$vo/c: 0 

w-r^-frM^^CBMsc-GFP)^, ^^^m-r^f^(D^i--mmtLf^ 0 mmiaz., 
sAT<D-jjm%mMvtio GFP^tiiiLfcBMsc mm%^$) 5-aza-c -x:2mm%mL>td{k s 

1 X 10 8 cells/ml t?£Z>£.0 PBS JdKiSIU #Wff fl"f*^7K±l?f*#Lfc 0 fc*J, BMSC $HJ@ 
fi 0.05%^y^n^^^,ic:j;i9 95%a^£#LTV^<^fiiSlL-a^ 0 

— l^t°^>h<7) C3H/He ( 0 /lsXy;<— #M) ^/^ffl V >T 
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RIKAKI CO., LTD NK-174-14)-C|I^^^}^oTl cm «^MU &~t^±(D^<\f— 

nwr^^m^&^Kmm^u jiiig<7>«^^n|y;ri(NONAKA rikaki 

CO., LTD NY-334-08)T^0HL^W?r®l±iLfc o OV ^W^n^lf- (^) T^WS: 
1mm li^MLr^b J M(^^$^C7"/^^— 7P^- 77^*/ (22G) Wtf^A 

LnH^b^dttiL, ^cot+^-TMci-y— ^a— ^^^i/a. (20G) w^i^frtl^A 
Lfc 0 ^c^fJidl^tV— ^(iy-ryMi^BfUcO MODEL SN-480-7)£ro&^ 100 
^hg£f?f £r Imi/ftXiMU -Hl^Mfi^ lmU nf KEHSfcra 120/#^AXPf KSrffljteLfco 
^i#(^Vm^ALfe^^^nir-^ti,50^W^ffl^^*^^^--hit^ 
(NONAKA RIKAKI CO., LTD) ^fflt^f ^fc^^^l-U^ibfCo o^ld, 
£<9?I§|5}-fa/^V ^ 2cm 3|yZIT^r?l, ^^#Sr 2cm }S^Pj#^^l|(g|3(.-(^ 

\^J—ol/V^^7.#Mv> 30G GDit W/Wn^^£1- N730)?rOftT'L^^i-K^— 
#WUS£r PBS \Zs& 0.1ml &AL/c 0 Ol ETHICON ti© 4-0 ETHIBOND 
X761 ^fflV>T|al#(D^0, ^it^i^fTV \ I^C£+*^?f »&jt<Z>P^£L7c: 0 g 
^W^m^^L^tV-^ti-fL^^T^h^^---^— 37°C{^PSLrco'T J 
-e^li^r#ofc D &£5*ll^£>}tfN:i DESIGN FOR VISON 4.5 X SURGICAL 
TELESCOPES ^rffiV^TfTo/t 

MLT77 0^(D^^^m^Mi±5L, io%^^y^-eia^L, ^^^-r&aL 

tCo Qm^tdlBjlBrt'tsT'A'&^jruh*- J»-?6 v m<Dm£lZ-m$3L* poly-L-lysine "C=i 

^L^ft> ^?y— As-cftifru sei- o.3%h 2 o 2 ^^ 30 ftmmvxfofcRfovMf&mz: 

-Mf^ PBS -e^L^V^/^ei^-L, 5%]E^^^ik?f^Sr 30 5jTh1K^$-&, ^ 

n^dr^^rfc^^ofc 0 -f^y^^lk, PBS -C$fc#L, PBS t? 100 fgll^RLfc-v^tft 

GFP^y^n— ^/H^(CLONTECH*±M)^4°C^— Ifegt, ^S^^r*3-^ofco P 
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(DACO *±0)£^MT 30 ftmRtSZ^tHu HI- PBS 3Bfii£[10 m g/ml 3. 

3'-Diaminobenzidine(DAB) TetrahydrochlorideXO.01% H 2 O 2> 0.05M Tris-HCl(pH6.7)] 

-CM 16 0 @<Z> C3H/He ^^h^M^m^lHU ^^©^ffi («i.f TOS 

^SiE-rSfefeiC, %&«bj!£ffllJ&£: 6cm (Dm^f^^a.^ 5 X 10 6 cells £ 72 H#ffiJ&*lL 
fcgU i&*_h?f 3r 0.45 u m(D7j/U?— (MilliporetyK)T6iiU -5iiLfcJt^_hit^# 

fefed»Cfe'^ffi*iefla^<Z>^b^#t"Sfl'i|3HBia(BMSC)fc5V^4 Nkx2.5 £ GATA4 (D 
i^^^^^$ii^Jab^^Mfla^«^fb^^Wi-5#M*fflJ^(BMSC-Nkx2.5- 
GATA4)2r 6cm ^^V^i/a-i- 1 x 10 6 *WJISi:*5 «fc5t#*U -tOt^^fVi/ayK-; 

jTjT&kmi&bm&Lito -(Dtzmm- 5- aza -c &i«j£3 /z m K^x^-mmv 
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frb(DffiWMM&COMM^mm£thtefr<>fcfi\ ANP.cTnl <£> -otf>k$&4#m#J&iH£ 
^(Dmm&JCM't&Z.tdmmZnfco — ^> Nkx2.5 t GATA4(Dmmfc+$:ffiM$£m>ls 

^(D^m* Nkx2.5 1 gata4 i^±i-x^m.%mtmc^/^-c^<o, i%mm$ktemmt5 

ifV^^a ECM 3— f-7=V^v/^.»i-5)^^MLfc 0 6cm (D ECM ^ 

— b-^V^^±(-^^M^^(Z)^Hb:tg^Wi~5#ii«(BMSC)^v>f* Nkx2.5 1 

GATA4<Z)pjmf5^^^M^mLfc'^^^)ja^(D^ibtg^Wi~5#M^^(BMSC- 
Nkx2.5-GATA4)^r 1 X 10 5 %m&tte% £5tt#U ^r«7)^ 5-aza-C m M id&SJ; 

9i^JPbfc 0 H B , 5-aza-C £|&5fe1~3£:to jClfrLl ^ifeiCl^U 4 jlP^ilS: 

»/c D ~<7}R^ 30in HISS, itifiSr0fLV^^l-^*feL^o 'M«^^Mbitg£# 
(BMSC)« ECM ^ — h • r^r>^ I- i^^^^ffl^OiScfiiiAPL^^ofc^S, 

ANP.cTni ® iL^(D^mmm^m^(Dmm^im-r^t^mM^t' a — 

Nkx2.5 ^ GATA4 ^i^jtfK^^^^JBmLf-'b^^^^«^^ig^W-r5#ii*B^ 
(BMSC-Nkx2.5-GATA4)« ECM 3— H^rVfVv^idJ;^ ^W»^fC«JtAP*Ts 
ANP,cTnI <Z)Z10(7),L^#-S^J*ia^^^IE« Nkx2.5 £ GATA4 £A±K i^^/Lit 

(BMSC)^fcfS 8 X 10 4 fi|<7) Nkx2.5 £ GATA4 ©pfat^S^SrSftftfl^^b^btKlBia^©^ 
fbfg£W1-5#it«(BMSC-Nkx2.5-GATA4)££ 6cm (0**7*^ ^>a.-C*i##Srff o 

mm^mmmt'wmm^m^iir^rz.m^ 2 «^(T)#m^(bmsc t bmsc- 

Nkx2.5-GATA4)fi^J£^ij51:^Lfc^}dJ:«9 GFP ^Itb/c^CO^IJ^LfCo 
P^Lfclg 0 id 5-aza-C £«^3 ^ M }d&3J;5^«lU ^(DW 0 5-aza-C £r|&* 

-T6^(dffLv^itfe(^^L, $p>k 4 mmmm&ffiftfto 30^1 turns, it 
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LfctzttmisX, m iom#imirzfoffi(Dm&mi)QLtz 0 ro^m, Nkx2.5 b gata4 m. 

mmmiq. kum2 mmt bmsc m&<DMmtfiW^M$t 
m-rzmM'ffim-r&tM^ kum2 mmt bmsc m^mmmm^m^n^o 

m^m^^COn, IkWrt^«OS®45^:»LT^P? 3 nTV^SCD105 N Flk-1, CD31, 
CD 144, &fa&Mft(D^W}$i%itl^X%}htlXy^ CD34, CD1 17(c-kit), CD 14, CD45, 
CD90, Ly6A/E(Sca-l), Ly6c, Ly6g, fflM^^l\&(D^ffiijiW,kLX%ahfrlX^ ^ CD 140, 
^^^!J^CD49b, CD49d, CD29 -^M^^S^f* CD54, CD 102, CD 106, CD44 CO 20 

KUM2 t»:*oJ;U* BMSC *BJ&(7># 1 X 10 4 f|SI^96^rn/WU^^U— H^£*l,^*L# 
£Lfc G ^*P(Z)^?£[^mtn:^^:^l^4k[lffiJ (1985) ] tt*-tfy^tL^v->7 
CD105 $<tf^: (Pharmingen f±®0 FACS ffiilg^f^ (1%BSA-PBS, 0.02%EDTA, 0.05%NaN 3 , 
P H7.4) i^R^^/W-t^JRL, yKtp-C 30 ^Jxj£$-tirfc 0 ^^n—zl^fl^LTW:, ^ 
IgG2a, st» (Pharmingen |±^) ^rffiV ^c 0 *l»n?2 [I] , XhU^hT \f 
^-PE(B^^h^-^>^^y^±§!0£ 20 // Ujnx.fc 0 «L7Kf 1?30^SIS 
f£, ll«^-e3[H]^#L, filmic 500 Kci^^LT, ^n-^M-^--C^:^^S^ 

CO^^^lHH-^-ro KUM2 *(Bfla*5«fctJ« BMSC ftU&teirfcK CD105 Igft-Cfoofco 

Fik-i trcmo^mi-ov^T^, ±fctm&<DftWite£y)\?ttzs4tLid!fc^x Flk-1 #C 

f£ (Pharmingen t±i^;PM-28181D)?rfflV>T^^S^*5^V\ 70-^^-^-^ 
S'J^LfCo ^(D|^£Jj?2|Ilic:^1- 0 KUM2 3(Wliai3«tt5 BMSC Flk-1 PttM 

CD31 fctJjfCO^ii^o^-Cte, FITC ^SS$^fcSt^^ CD31 fctffc (Pharmingen %t®!; 
PM-01954D)SrffiV^Ttn:#:S*&Sr*5-'&V\ 7n- iMM— "CSIJ&Lfco W^B^ 

mmi^-to kum2 jWMS*5j:t* bmsc Mte^ic: CD3i Pit4-efcofc D 
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CD144#iIgi<£>38?&iCOVvC«\ \f^^\\^tdsk^7s CD 144 }nf$ (Pharmingen 
PM-28091D)&JlV^Tffifr£j££fTV\ :7n— IMM-^— TiBJ^LfCo j e©*S*S:IB4 
BKC^-To KUM2 »te CD144 f^MTfco/b^ BMSC «Ji CD144 §IB§f±« 

CD34 ^/!!(<7>3§mS-O^T«:, FITC Mi^^d/C^^ CD34 fetf$ (Pharmingen *±M; 
PM-09434D)^ffiV>T^if*^^fTV\ 7P- !Mh*— ^— TSfl^U^o * 5 
miZ7jk-t a KUM2 CD34 |#ft»^fc-ofc£\ BMSC «tt CD34 &§tti»£|^ 

CD117 (c-kit)^CjgC0^?a{^OV^T«, FITC fl fi $ ti ft fit -v? X CD117 
(Pharmingen ; PM-01904D) ^Ttiif*SJ&£:frV \ 7n- "CSiJ^L 
fc 0 ^60^m^^6Eli^i- o KUM2 &DflSte CD117 ^t£»T?foo/c:#\ BMSC *fflfl&fct 
CD117 RittiHBJia-efcofco 

CD 14 fetJ^^^S^^oV^T^vFITC fflffiLtctfi^VX CD 14trL^ (Pharmingen tfc§&; 
PM-09474)£fflV^T^{£K)££fTV\ JfvfM— "CjCUtUfeo ^^^^7® 

(^^-T 0 KUM2 CD 14 RittjWlia^fcofeiS, BMSC CD 14 I^tM^^o 

fee 

CD45 fctK^SIiiLOV^-CteU FiTC fiS»L^i$t^^ CD45 irCffc (Pharmingen |±^; 
PM-01114)^ffl^T$a:#:S^^TV\ -caOJEUt, W*£m3rfg8|S] 

(^7jti- 0 KUM2 »:JoJ;l^ BMSC j&MSKitfct;:, CD45 |^t£«l?&ofc 0 

CD90 #Lj^<Z>3g?&fe:ol,>-m, FITC ^fiL^^"7^ CD90 (Pharmingen #M\ 
PM-22214)&JBV^Tffi#£jfo«:frV\ 7n- ^M- ^--CS"J;£Lfc 0 ^<Z>$fm£rf&90 
fc^-f 0 KUM2 SHBia^SJ:^ BMSC SfWfl&ttirbt^ CD90 |^t£jNBJI&"C&ofco 

Ly6A/E(Sca-l)^;^^gJE(^oVNT«, FITC UWX^tdSK^^ Ly6A/E(Sca-l)^[ft: 
(Pharmingen fr$8;PMH)1164A)£/i^Tffi#£j&&?^\ ^a— "Cfll^L 
fdc ^^^HlOHK^-To KUM2 Wfc&iiX} BMSC UBiattfcfcl^ Ly6A/E(Sca-l)&§ 

Ly6c tfiW^^mc^^Xn, FITC S||fcLfc0L^^ Ly6c frfo (Pharmingen |±®|; 

PMH)1152)&;BV^Tft#KJS&fTV\ 7n- "OSI^Lfco 1 1 
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0i^-r o KUM2 $BJj&#5<ra BMSC Mfi^nthK, Ly6c m&M&X&^fc 0 

Ly6g ^KW^%m^^^X\^ FITC WMVttX^f* Ly6g (Pharmingen #M\ 

PM-01214)£fflV^^f£SJ&3rfTV\ 7n-^M-^"-eiiJ^Lfc 0 ^co^m^l2 
EH^I^ KUM2 *Wfla*3«fct^ BMSC ««:<bM^ Ly6g ^t£$BJ&T&o7c 0 

CD 140 fcifW^Ji.ldoV ^te, WbLfcfei^^ CD 140 tfiW. (Pharmingen %±M ; 

PM-28011A)^ffl^T^f£K/££fTi/\ 7n- ^— -^/U^L/cio W&m&Wil 
30(^1- o KUM2 IfflUa^^^BMSC CD140 Pltt«-Cfco/c D 

CD49b iyiJ^^^Ji,(-ol ^TW, FITC WM^d^^^ CD49b (Pharmingen f±§!i; 
PM-09794)^V^Tj7L#:S^tfV\ 7P-f^M- "CiiJ^LfCo ^<Dffi3k&mi4 
m^-r o KUM2 CD49b «»T&ofc#\ BMSC M« CD49b |^'|4«-C 

CD49d tnJf(<Z)^gLf£Ol ^Tfi, FITC tIS^Lfein:-er>^ CD49d tfCfo (Pharmingen \ 
PM-01274)£ffl^T^#:S^£fTV\ 7P- IfvfM— T*PJ3£Lfco ^<D^^mi5 
MKfjk-t 0 KUM2 *|B/|gj*5j;t* BMSC IIBflStt^iC:, CD49d PtttrM-Tfeofco 

CD29 irLm^^mi-oV^Ttt, FITC HH^Lfc!^?* CD29 trCf* (Pharmingen *±®i; 
PM-22634)£ffl^T^$^£;£rfTV\ 7n-f>fM- ^— -e$i])£Lfc 0 JP:£rfU 6 

0{^-T o KUM2 ^S&J;^ BMSC «te^bJ^ CD29 ^t£7»-e&o7c 0 

CD54 }nJj}l<Z>%JS^O^-a:i, FITC W^tdvi^^ CD54 (Pharmingen f±M; 
PM-01544)£ffi^Tmf#S/££fTV\ ^-rM-^-T*SiJ^Lfc 0 ^<Z)^^17 

0^^-r D KUM2 «tt CD54 PMMS-Cfeofc^ BMSC ^BflStt CD54 Ptf^-Cfeo/c 0 

CD 102 irCi^c7)^gm(--oVNT«, FITC fl^L/ctn^;* CD 102 (Pharmingen f±§!J ; 
PM-01804)?rfflV^Ttii^^ ; fTVN, ^n—tf^M-^— T-M^Lfc 0 ^Mm§r^l8 
[21 (^-fo KUM2 XXI BMSC *Bfl£tt<^M^ CD 102 Ptt**ffl^-Cfeofc 0 

CD 106 tfiW^mm^^^XU, FITC tll^Lfcfet^^ CD 106 ^(Pharmingen #M; 
PM-01814)^fflV>T^i#:Si^^ ; fTV\ -7n—th^M— -eilJ^LfCo ^^m^Hl9 
Hli£^-f 0 KUM2 Iffl^tt CD 106 ^tt«-?fco/^\ BMSC Mte CD 106 &tt*mfl&-e 

CD44 W^mm^^^Xn, FITC MI$LfctrC^^ CD44 ^(Pharmingen 
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m\^-T 0 KUM2 «:}oJ;l>- BMSC CD44 ^tt«l?feofc 0 
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mmmn. ggg mlc2v ^^-^-mm^t'^immmm^mm 

fti^fc^ ^^«^4#M6tl^|gm-r6^^ MLC2v (myosin light chain-2v) itf5^- 

co^n^e— m^m^mm^o ^w-m^-n, mlc2v mfc^-^n^—r—m 

?IJTt- EGFP m.i^-p (CLONTECH MD£ro&£\ neomycin Mmmi^^m^^-^yh 
^/wtd pMLC-2-EGFP ^^K^rfil^L/Co ZJO^XXW DNA Molecular Cloning, 
A Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory Press(1989)^{df2 

61 



WO 01/48151 



PCT/JP00/09323 



mcor /vjj y cp fa m «fc 9 TOLfeo 

-LffiDNA T'fe6/t^lx— x 10 5 f®£&5J:5(-*§#LT:£l^c KUM2 

J&fcjttU y^73L^HT^(LIFE TECHNOLOGY ttM) &rfflV ^Titfc^^A&fcJ^&o 

(Sigma |±M)^«it lmg/ml bkZ -tSSfttaU £#LTV ^Afc^*A»fcWii^ 
Lfc 0 

JSte^fcigALT 14 0 BCD«^*fU 5-aza-C 3 /x M £fcS«fc?fc:«sJllU 

24 R#ra&lJ:J3%£2fclfcLT, ^bM#^*3-^ofc 0 Mtmm'&. 3B|W GFP Ei&ftB 
/fe^tS^tlfco ftikWsWik^ (3 g<7>|ffljj&5^ IX 10" f@(D^^FACS Caliber (Becton 
Dickinson *±$S!)1? GFP ^tt»C9%^Stt-S(e:it*^ttfc 0 , 9 fiJJ^_h(7) 

i^x.5 0 gfp B§t£M« facs xftmk, MMM io o^{c^v\ &m&ft?kih 

fee PPAR-y ^W-^m&^A^PCRm^^mm^n^td^^ BMSC«« 

PPAR-r l^ffcte^LTl^^ PPAR y 2^f^OTLTW£V ^«il£tWfc 0 
Jfcl^ PPAR-y S^^WT^hTifeS Pioglitazone, Troglitazone Sr, fifc* &jftgtT?'C? 
^«fflfla^^L^S:Wi-5#tiiBBfla(BMSC) (d^HLfc^^5> 
5Mfc# s #ii£*K 0.4 /z M "Cjjft 50% N 2 ju M Tfctl3:f3: loowmm^mmm^t^-itL 

!»> MIL i^^n^^MM 

fSCfcl^ '^jffi3HBlia^<O^kffi*Wi-S#««BJia0BMSC)S: GFP -CfllSfcL^^S 

*"?\ l^hn^/l^^^— T^SK pCLNCX (Imgenex *±){C GFP £r|&^iZ^ 
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pCLNC-GFP £rP$aLfc 0 ^h^^/^^^—^v^V pCLNC-GFP t Ecotropic iafe 

^£^-5 pCMV-Eco ^°^^K^^— (Imgenex f±)£\ Molecular Cloning, A 
Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory Press (1989)^(dfS®i 
coT/^WP^m&XXf PEG Mi££rffli^T, SittcDi^ DNA £rlfrf#L/c 0 

rtbb<7) DNA ^Y^^y^^^^Wi 0 ^^/K^M^&ofc, gag^o^pol 
JafeT-^^'i~S 293 1/5 #D?-e 10cm yVs^aiOBIftU — life 37°^ 5%C0 2 ^ 

pCLNC-GFP X^Yu^-i JV7^s<9% — Z^V^^.V DNA15 fx g t pCMV-Eco ^y^F^^ 
—DNA 5 fi g& 250mMCaCl 2 (pH6.95) 0.5ml izMx.X^M ^(DM^ 15ml CO^^l — 
yiZAfrifc 2 X BBS [50mM BES(N,N-bis(2-hydroxyethl)-2-aminoethanesulfonic acid), 
280mM NaCU 1.5mM Na 2 HP0 4 (pH6.95)] 0.5ml |£$STLT 10 ^f^UX^M^f^o ^CO 
DNA mWi%, m 0 i-fflMbfc 293 ^J&itJWMT^ 37°^ 5%CO 2 it^60 

mwm&m^^xmm&n^t^ ih^h^u je^t, 5%co 2 M©#f»^ffl 

tS^^LT 2 0 J#a±?t^ 0.45 // m (D^^JV?— (Millipore t±^)-C6i®U, 

r>^/^^^^-^#A$^#J<Z)'C^^^^»5>^tg^W^6^^#M*lflflS(BMSC) 

±tei?^#Lfc^/^-<^^-^-i-tf^ic:, if«^8 m g/mlt/^j;9(-, 
Hexadimethrine bromide(polybrene)(Sigma f±M) 3:^11 U 'fri£MS^(D^'fbiig ; £rWi~'5 

^^fl'M^^CBMso^j^i^^emb, 33°c, 5%co 2 mm<vm$m%m^xtnm%ft^ 

fc 0 5B#r^f^> frU^ IMDM i^i&i^mU Mi- 33°C, 5%C0 2 M<7)|pf#PmfflV^Ti:« 
2 0 mnm&ft^tim, G418 £r£t-jtS 300 g/ml J^i^TOU £bK7 0 fig if 

hl/c 0 r^^ic— ^(DMn^mLx^m^t'o ^.%m^rz.mm^hv^>xnm^, 
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6cm (Dtgm^yi/x-X^M&lty mW&V&^'ik, 0.5ml CO 0.25%<£>HJ:7V>" EDTA 

lti^f b ^sl^s i.5mi com^^mm^mmLx, mmzmmLtct^^ vi/mm 

[fiLtt(Lexicon Genetics ^M)^Mx.XU^, l^»^^^^^^^335M^<Z)-aEAt-ffl 

v ^ ^*mmm*mmmm%MLfc.Mcr) c57Bi/ej ^^m^com^^t g f^js 

37°C, 5%C0 2 ^#TT«»^+^i-i?>tft«LfcI^ ^j4°C(^iHLfe20mM 
CO HEPES £r£tr M15 ttJOTd^L, -*49n>(W^99— <msm¥#M) RXfi^fv 

aAth^r^L 10~15{@CQBMSCiBjja^MMl^l^^caALfc o b£KM£37°C, 
5% C0 2 #fe#T"eE^^fl$^)^f > tp^-e^gbfcfi, Manipulating the Mouse Embryo A 
Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory Press (1994) \Z. t^MLCO 

j?mzm \ mimcom mch ^i©^^®^ mm^mft\mmk, mmz&fro 
m0Mcom.MCH^mco^^n^ 10 m^comw^^tf-MCH^m^^t^m 3 

0 mCO 17:00 in 1:1 -C[WUg, M 9:00 iclBSt^S^f V \ 2 0 f£^_hfE<7) i tfj 

mm-mx gfp ^j^i&ii^H bmsc ^wmw^hmzM mi^tir^t^^n 

fc 0 S>J<Z)#l^^^lt#L7c'^llij;i9, DNA £Stf#L, ga?iJ#-^ 79, 80 oy?^ 

SrfflVT PCR ^Tofc^, BMSC ^^^(^^^iA^ttr^^ff^^^ 

j&mte, bmsc #\ i3fBii(7)3fl3S^-r-<T{c:^{t:-e$^^tgt4^WLTV^5r^ 

^^*(flfla^^^^tg^^i-6^7^#M^J!a^^oy^— if ^'fttt Telomeric Repeat 
Amplification Protocol(TRAP)?£t^J;^J>fLfc(Oncor |±M TRAPeze Telomerase 
Detection Kit) 0 fP^7" ^m^COM'^nWM&Ol^U^X^ ^fc^nhn — /W-^o/c 

itm^-rz^^-wmimm (*s J;^ lo^^PBSTi^L/tgh 200 mi?) ix chaps 
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m&M*., *±-c 30 ^i.i»iLfco Wik, mmt&imm* i.5mi m&ttmzmuu 

14,000rpm "T? 20 ^i£>L^i£(4 0 C, HITACHI #M himacCF15)U JLJfr SrjttH&tttHtti 
LTIUllXLTho Protein assay (BioRad *±§g)£/^TS&fC^WS£Sy^Lfc£r5> ±12 

lmg/ml Trfeo/Co 

^{d^O^DJ^^tB^^rffi V ^-C, :7 0 t3h=~/W£t£oT^np<T#;SKJS.&U ? PCR if if© 
^ofeo Taq /tfy^— • if « EX Taq polymerase (SfiJSK) £rfflV ^fc 0 Rf&feT &<DPtift 
\Z 10X^fe^(0.25%bromophenol blue, 0.25%Xylene cyanol FF, 30% glycerol)^ 1/10 ik 
jraU 12.5%/^yr^y/^T^K^V^(TRAPeze Telomerase Detection Kit ©7*0^ — /l^ 
}-fEic$^TV^iii9PM)}-«cii:, 250mV j£®BETT?flc»L;fco flc®^, y/l^riHV* 
— ^(FMC *±M)T-^feU ^^fel^^^g, FluoroImager(Molecular Dynamics 

5»<7> Wistar rat(0 # SLC «c^tt)«l6|ZnSrStllllJiebfe«, 70%^?V— 

xmit£mit&mmi,tz 0 mmvttjzBkWkm.itn pbs (GibcoBRL %tM) <o 
Ao/c iocm mmmmimmfs+frmx^u &&RxmiG&5z£.\z.w&i,it e m^xz. 
nyD-wnffiffi&^-v-^-vm, 20c mm&w-tit io m i /B^sscx/i^ttisDSr/Bv^ 

T, i&*f£(D-PBS, GibclBRLM)<7)7K»fcT#M^<Z)rtW^^lf btUL/Co J&#Lfc*W 

50ml mmtfcW (BECTON DICKINSON #M) l-HMXU l,500rpm "C 10 ^f^jl^^SfL 
(TOMY|±MfSM'M), mkl^tzMm* 6ml (7) D-PBS ^{d^Lfc 0 em/^Om 
/vMifi^f+^^(>iTlflJ«^lt?l'JL/ciir5, [e]i|XLfe««^ft 2.6 x I0 9 mx&otz 0 

xm^r-m^it i i x io a m(omm^m^f^t^^o mwiv-ftMi&n 

lml ^7c"9 1.3X10 8 j@CDjMS-&5<£5«U 50ml^3t^tW(-Ao7c 1.073g/ml 

PercolKAmersham Pharmacia Biotech f±$£)/D-PBS W. (25ml) _tf£ 5ml UgL-fc^ 

g^t* 3,100rpm T 30 ^it'k#llf L/-~ 0 jS^iltfJL Percoll »«#jtt^C9j l r -ffi 
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<W»WS«:H|JfcU D-PBS -C4mz%fVll>tz& > 2300rpm t* 10 ^iS'L^ilfU 
«^a^[SIIlXLfc 0 lHllRL^:ijS|B/!att 20%FCS, 100 At g/ml penicillin, 250 ng/ml 
streptomycin, 85 n g/ml amphotericin (GibcoBRL f±M) £"at? IMDM ig-jft (GibcoBRL f± 

4.7xio 7 #|&^ 4&llifif<Z)«<z^ 2%^£0i|XLfcr^;ift5o £©J:5fc:LT#iIiUfc 

#MS*«te2~5 X 10 5 #|/cm 2 \Z.t£%> Xo\Z. 10cm^COllj^^^^(DJ:&#M(^^-P 
|±M> 10cm i#*JnL»-r)3tjc«^, C0 2 mm^(^U^±m) (-T 33°C, 5%C0 2 
M^«£«6L/i 0 t&Jfttt 24 B#P^ 72 B^f^ W^W^^Lfco ^(D3~ 
4 0f£(;i;t£^^^L/t o 15 PHi®U ^^-^^LT^/cOT, mm&bVzfi/ 
1/ EDTA ^Jg-m^U 2/3 fit 4ml ^{£#fl£(10%DMSO, 50%<Z>#Mf±I*«tt#-bJf > 
40%^^_bfBJ#itil) WmmU 2mm^=L—zf (ii.K^<—^^H±U) l lml 

^m^xnm^w^, wo 1/3 iocm mmm. 2 tfc«#Eui!!{tL/co 
±mxmixi,rz.^yh^m^MmmnmmLf^t^^mMhv^y^ edta ^s-mas 

U 6 ^7^/]yy°U — r- (BECTON DICKINSON ttW (-fit 1 ^A-^T^) 5 X 10 4 {0(^5^5 
^fcbth^^n^^^rn — r-Lfc 6cm ^<D±#^1E (BECTON DICKINSON $±M 
Biocoat) (dti 1.3X10 s #l(C^6j:5i-«^#li:Lfeo.l BfJH- 5-T if v^v?V (Sigma 
l±M^itS 10 nM)(D^Mx.t'h(Dt, 5-T If ^v 5 ^ PDGF-BB(Pepro Tech EC 
LTD.ftM, l&M lOng/ml) , all-trans ^/-[VS£(RA, Sigma 10- 9 M)^P 

^•nm^L^m^nm PDGF, all-trans ^/-T^^P^U 2 0 f£<Jr4 B tJH^ib^Px. 

tc) 0 ^(D 3~4 j^^mu 3 mmmm^o s-rif^^, 

pdgf-bb, w^y^^^^p^fct><z)-e^i f #^ia^^'fb^^lll^$tLfc 0 

Ml 

MesPl ^MWl^»^5r^(c:J:5^^«^^fbi'#^5|^^, fti^MesPl (D 

l$fflm : $Lb-y-4hZ>4^(FGF-8, FT-!, Midkine, BMP4)(DmMt^m^t>^:^ti^?) 
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MesPl ^Mm^^tc.'bmmm^(D^itm^ir^mM^(BMSC-MesPl) £ 2 X 
10 4 »/ml bteZ&lZ 60mm ^tV^/v^W^ 33t5, 5%C0 2 m&Vfflm&R^X 

mm&ft^fc 0 m 0 , mmmmiz 5- aza -c &»&3 M m^sj^^^pl*:^ h^, 

FGF-8 lOng/ml {C&SJ^^^P (lif-fr^N) , ET-1 £j&iftS lOng/ml 

M&SJ^t-M) (i#*^V^>^P).Midkine?r«^10ng/ml(^SJ:9(^JP 
7=>;/^Q) x BMP4 SrflS-iftfi lOng/ml ii/«c5«t5i-8S*n (i^rV^v^R) > 8§flH&L 

.J/aNttt FGF-8 3r|liM lOng/ml {-&5£5S-»]U i&#7=V^V^P(-« ET-1 
MS 10ng/ml ^/^SJ:9(-^P> mmT^^>^-Q^n Midkine lOng/ml 
5(-^P, Jt#7=V^^R(c:« BMP4 SrMS 10ng/ml fcfc5J:5teS^LTJ&ll«rf(Stt 
bfdo -£*U&»kHt- 2BfJ 0^{'tl^«<^Jfttl^^ FGF-8, ET-1, Midkine fcSVSS 
BMP4(D^P^ ; fTofc 0 

5-aza-c SriP^.T*^4illffl^, SlTO©^11£fl^iSEI^TTftl&L^ W&$k. 

MesPl (Z>^ftflJ^m^J:oT^W««»mfi^:^<^bL^^ofc 0 FGF-8, ET-1, 

Midkine feSV^tt BMP4 £^JRLfcig^V^^f*^ 5 ^JCDMtf^W^WJ&i&o 

^id> rna ^nmxL-c, %% mmmmmxm%Lx\^mtt 

Z(D%£^ MesPl ^^f^JIg^^i^'il^i-^mW^it^^-e^ ANP <D%£m*%mt5tl 
tc 0 — ^\ FGF-8, ET-1, Midkine foSWi BMP4 « MesPl (D^mWt^&WBM&M 
ANP (7)^?a^§b}c:/Cit-r5^i:tt^^o/c 0 
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E?IJ#^-33-AXE^J©|ftlW:^ DNA 
m&m*3r34-AJjB&\<DWR:'£-f& DNA 

m&m j %35-AT.mp\(Dnm:&i& dna 
m&m*36- AJjgs&ivmm&fii, dna 
m^m^-37-ATM^nm:^ dna 

BB^>J##38- AXBE^lJ^lftW:^ DNA 

m&m&39-AJL&,m<omm:&& dna 

E^IJ#-^40- AXBE^attM:^ DNA 

gaw^i-Axia^ij^mp^:^ DNA 

m?m^42- AXga^lJ^mB^:^ DNA 
gfi^J#^43- AXga^M:^ DNA 
E^J##44- AIE^JOifcW:^/* DNA 
gB^IJ#-^45- AIE?IJO|(lM:^fiJc DNA 
E#l#-^46- AXE^IJ^jftW:^ DNA 
ga?!l##47- AXBSa?Ow!ftW:^J^ DNA 
SE^J#^48- AXg^jGOtfcBJ?:^ DNA 
BB»^-49-AXga^J(Dt^BJ:^ DNA 
AXgfl^JCDM:^ DNA 
E?!l##-51-AXE^J<Z>ttW:^ DNA 
@fl»-5§-52- AXgB^IJcOl^PJ:^ DNA 
E?U##53-AXE^I©lttW:^ DNA 
E^J##54- AXe^JWKM:^ DNA 
Bfi^l#^-55- AXgB^IJOlft^:^ DNA 
E*!l#3-56- AlE?IJ©Ri:^ DNA 
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%&m-%-57-ATM$\l(DmW:&f& DNA 
ATMm<DWft:&f$L DNA 
Bfi^J#-^-59- AXifi*ljG9f£PJ?:-£l$ DNA 

xn^m^mm-.^-m dna 

Ifi^lJ#-^61-AX|S^J<Z)|^f^:^ DNA 

m&m%-62- ATMwm&m-.&fo dna 

@a^lJ#-^63-AXgB^Joomi^:^ DNA 
mm^&A- \TM&\(DWLm:&J& DNA 
I^lJ#-^65-AX@fi^lJcD|^0^:^ DNA 

mm-^-QQ- xummmm-.^ dna 
ga^-^er-Axia^jooms^:^ dna 

Ifi^I#-^-68- AT..m&\(DmW:&f$, DNA 
@a^^-69-AX@a^J(7)m0^:#^ DNA 
ffi^J#^-70-AXia^mW:^ DNA 

m?m j ^7i-AJL%m<7>mw:&f$. dna 

IQ^IJ#^-72- AXlfi^JCD^I^:^ DNA 

mm^73-ATMm(Dmw:£-f& DNA 

I^lJ#-^-74- AXia^lJ(7)fA0^ : ^ DNA 
@B^"J#-^75- ATM&HcDmW:&)$ DNA 
ia^J#-^76-AXga^lJ(^mf^:^ DNA 
Ifi^J#-^77-AXga^lJ^f^l^:^ DNA 

AT.Mm<Dmw:'&i$. dna 

IS^J#^-79- AXia?ljOtftPJ!:-8^ DNA 
@a^J*^80- AX@a^lJ©tte0^:-^/55c DNA 
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m 0 

s. mWcD inym&xx* cd i40&§t4-rfcs, ft^f i~7<Dv^;ft^irl^fES 

9. CD 34&§ttT:;k3, ft 5R358fB«cO*fflfla o 

10. j&B/l&as, CD 144&§t£-C£>5, ft*rl9fa«c(Z)«o 

11. CD 144PtttTfcS, ft^^S 9f B«4<7>« 0 

12. s»\ cd 34mvk-?&z>, mMmstmvMo 

13. CD 144Flt4-e$)5, ft*JSl2fE«c<^»o 

14. CD 144Pt'ffiTfc5, lt*JSl2fStt60« o 

15. Zb^CD 14|^t£ N CD45Pt'|4, CD 90|$t<|4, Flk-l|^<|^ CD3iPtt£, 
CD 105Ptt£, CD 49b|^'|4, CD 49dPtt£, CD 29&|t4, CD 54Pft£> CD 102^t^ CD 
106|^t4*3j:I/CD 44itt«, W*3ll0fB^(7)||ll^ o 

16. MMtik £^CD 14^'|4, CD45Pftt, CD 90|^f£, Flk-1^, CD 31^4, 

CD 105|^tt, CD 49bPif4, CD 49d(^'ft, CD 29&§t^ CD 54|^f4, CD 102|^t£, CD 
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106|^tt*3«};TJ« CD 44»tt-Cfe5, f*#^llfB<fc©*WII&o 

17. SBfl&tfS, $^(-CD14Pttt, CD45|iH4, CD 90^, Flk-iPtt^ CD 31 

CD CD 49bi5i14, CD 49d^ti, CD 29R§tt, CD 54|gt£, CD 102Ptti > CD 

106|iJtt*3«ttJ« CD 44MrCfc5, |**JSl2f2fc<7)»o 

18. JHHUa^S, CD 14M£, CD 45Pt'|4 > CD 90Ptt£, Flk-iPtt^ CD 31|^|4, 
CD 105Ptt£, CD 49bPtft. CD 49d^t£> CD 29R§t£ N CD 54&t£, CD 102|&t^ CD 
1061^14*3^ CD 44BW4-C*>5, lt*^13fe«<7)« 0 

19. Hoechst33342^i9iA^V\ If 3^^1fB^*ffl^o 

20. m^mi-i9<D^^n^im^mm(Dmm^hmm^th^mmm(D^i^it 

21. ^^«5*wja^^k-t"«iB^7Sr^-rs, w^i~2ooc>v^^^iJi(-fB«(D^ 

22. mi^ti»^57Mbr5tg^^^1^, ^*^i~20^v^tt^^iJS(r.f2«oo^ 

23. ^«aj»*fe»i*F»JiLiSSA«I***^0-C*>S, ff3£lIl~22<7>l^*L^l 

25. ^x'wm&%z£Wkmmm& bmsccferm BP-7043)-e&5, m^mi 

26. ^fe#:DNA(7)^^7Hbi-i:^'M«{c:^^i-^tg^^^-rs, l»5RJSl~25 
:7*^K(DMSO)^ib&6i¥^^ 

ii3^ii26ta«40^[H^o 
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31. ^h^^SlliL/MRS^JiStH^CPDGF), i^l^»iimH^8(FGF-8), 

32. PDGF m&m j ^3t.frte5-?m£nZ>T^jmmn, FGF-8 tfSK#|#-^64t?^& 

m&tiZT^smm&k bmp-4 ^mm^Toxm^n^r^ymmm^^tt^'r^ 

ti*^31BBScO»o 

34. tr^^^^su^y^r^gfe-cfes, m^m3om^(Dmm 0 

35. Nkx2.5/Csx, GATA4, MEF-2A N MEF-2B, MEF-2C, MEF-2D, 
dHAND s eHAND, TEF-1, TEF-3, TEF-5 &£TJ MesPl fabteZmfabMttfrZi'PttKb 

36. Nkx2.5/Csx /^Ifi»^9^g£;ft5T5y^gfi£lJ, GATA4 J&HE#I##11*T?^£ 

ttsr^yseBB^J, mef-2a «^j#^i3Tfft£;fr5T5:/^gfi?ij, mef-2b #sbe#i#-!§-i 

5-C^^tv5T^/fifega^I, MEF-2C /^gfi?"J#^17T^£tL5T^/lM?!k MEF-2D asgE 

^ij#-^i9t?*$H5r^ma^j, dHAND ffi&?\m-f§r2iT*mztiZT$;mm&K 

eHAND #E3&J#^23"«&J'L<5T^/&E#U TEF-1 &ffi?m^25Xm&foZ>T^ym 
TEF-3 ^S|^J#-^27-e^$tb5T5;y^ga^J, TEF-5 &mm%-29T*m&thZTK 
Sm&&U MesPl ^S|^lJ#^62«$tLST^7^@B^J^n- ; etbWi-5, lt*JS35fB 
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38. mm^mmmmm^^ (fgf-2) icx'o^mtm^co^t^mm^^mmi 

39. fgf-2 m&m^^tcnsm^T^/mmn&ft-tz fgf-2 m-#*M3 

40. >UIii»tt1-6^J;iJ:^^ 
rf l ~ 2 8(D v >-f tbd » l il zm<DMR& 0 

43. mft^Mifc ppar-7 (D^ttfbHT-^^Ty>^^#^^r-r^{b^-efc5r 

47. ^feffc dna <z>/&7^/Wb#J£rffi^T, fit#^l~28(^i*;ft,fl»i^t;LfBi^ito 

48. DNA ©Uk«^Wb3J*rJBV ^T, t»*«9ia4fe^«B^^I**^12|E«0 

49. ^fefeft DNA ©/K.^/Wk^WSrffiV^T, CD 11 7^14*3^ CD 1408§t£<D#ffl/fe/^ 

50. ^fef^DNA(7)^^/W^I|^\ f^=7— £\ 5 -Tlf ^i^&J^DMSO^fe 
^5^^31tt^5 / >^<tt>lSTfc^rt?r#1t^-r5^ l#5RJS48joj;t/49f2«c(7)^- 
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53. ^%(D>hmm^.mmvmm^x\ ^m^r^nm^^mm^mi^ 

54. pdgf, mmwmmmmm^-s (fgf-8) , ^K-ty^KETix 
3RjS53fem<^^"fc 

55. PDGF -mZ$m^3ttn5tZM(DT^ymm&\, FGF-8 /^ie?IJ#-^6409T?/@£ 

ib^ij, eti m&m-%r66xm&tiz>T^;mnm, ^$^>dm$m-%-68xm$n&T* 
/mm&u bmp-4 ^sE^js-^To-e^^nsr^ysfeBfl^j^n-en^r-rs, m^m54m 

57. If ^^S^y>T^Sfe-C*>5x M*«53ffi«c(7)^£o 

58. fe^H^^S^ Nkx2.5/Csx, GATA4, MEF-2A, MEF-2B, MEF-2C, MEF-2D, 
dHAND, eHAND, TEF-1, TEF-3, TEF-5 $o£X$ MesPl fab?£Z>%$fabmi'£HZ> / Pt£<b 

59. Nkx2.5/Csx &&&m%-9X'&£tiZ>T^y&Sd&L GATA4 flSK#|#-^in?^$ 

frz>T^ymm&u MEF-2A&m&m^i3xm&ti&T^/mmn, MEF-2Bmzfm^-i 
5xm&frz>T^/mm&i, mef-2c mi$m^-i7xm£ft&T^ym%m, mef-2d mi 
^m^i9xm^ti^T^ymm^\, dHAND ^gaw^i^^sr^/i^gd^ 

.eHAND m^m^-23Xm^^T^ymm^i, TEF-l ^Sg£^iJ^:^-25-e^$tL5T^yit 
IB^IJ, TEF-3 tf«^IJ#^27^£*v5T5/^Ifi^K TEF-5 ^@E»^29-CS$*V5T^ 

mun^-r^>, MesPi ^5@B^ij#-^62-e^$^r5y^gfi^j^n^nwi-5, ft* 
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61. m^^i* ppar-7 &mmtir&m z F-&m^z>?-t&wmb-t^ tt*^i~28 

62. ^^g:^f$ ppar- y (Dm^itm^^ryv^^^^i-^it^^^ 

64. dna (DU^Mm^^^tLx^m^^t^wmtir^bmm 

65. DNA (D^t^MtM^f^y—' tf , S-T^i/^J^te&Tl DMSO frh 
*3S65fa«c^'L>»^"lo 

SK^^^S^^^f^6^V^<^i^TfcS^^#m^5,lt^67iB«©>il>^ 

69. iM^-lVj&S PDGF, »lt^«li5i[a^8 (FGF-8) , ^^Kiry^KETl), 
^(Midkine\ #ff^H^4(BMP-4)^^^5^^ilfm5^^<^l«-efe5, |f*« 
68fg«cc^«)££l| 0 

70. PDGF ^SgB^ij^:^3*fe«5|E«c©T$y^ia^J, FGF-8 ^Ifi?lJ#-^64<7>T^/^ 

/mmn, bmp-4 m^m^7oxm^th^r^ymmm^n^n^-r^, is*«69H2 
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71. mm^^y^, 5$—^ ^9—tfi/&£T$7^v*?^fabtez>mfrz>m 

72. t^^^ix^y^^-efcs, ft*rl7ifeg6<z)/^M0^iJ o 

73. fellB 5 , Nkx2.5/Cs X> GATA4, MEF-2A, MEF-2B, MEF-2C, MEF-2D, 
dHAND, eHAND, TEF-1, TEF-3, TEF-5 joXTf MesPl frbteZffifabmtZtl&'JrftKk 

74. Nkx2.5/Csx aSjE^J#^9fB«<Z>T5y|^aj^£;tT/<5, GATA4 3 WJ#^1 1 
IE«c^)T^7MB^J, MEF-2A j&SE#|#-i§-l 3fE4&<Z>T5:/i^gfi?!k MEF-2B tf5E3?rj#-§-l 
5|B*©r^y|feBB5U> MEF-2C ^Id»-^17ffiicC7.)T^/M^J, MEF-2D dSgE^IJ## 
19fettC9T^/^gS^"J, dHANDtfSE^J#^21fE*^T^gfcgB#k eHAND ^ s IE^'J#t§-2 
3|B«©T5y^IB^IJ, TEF-1 ^E^I#-^25|B«or^l6ia^J, TEF-3 £Sffi?IJ#4§-27 

tas^r^y^ia^j, tef-5 asE3aj#-^9fE#<z>r5yi&gE?!U MesPi m&m^62m 

77. ffc#^l~46<^i*;h^l^(£fE4&7>^ 

fi^i~46<^r^iisi-fe«^ 

80. HS*«l~46^^^T^^l^i-fS«0«^^if:^LTfflV^S^i^#^t^i-5, 

si. m^^omm<D^xmm^td^w-^m^^^b^mmtr^ i#*jsi~48 
ov^^i^fEf^friM 

82. lt^^l~46(Dv^T^ i l«^a^«^o«^fflv^5ii^#»-r5, mmmiz 
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fe5l*3itJS88fEl«c^^^ 0 

90. l#*i!l~46(DV^T^^irI(-f2ttw^^^-a^^:i##_h?t 0 

91. it*3S9ote«(7)t§«_h»ffiv>5ri^#m^-r5, ft*rii~46<D^T;^i 
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ib n m 

SEQUENCING LISTING 

<110> KYOWA HAKKO KOGYO CO., LTD 

<111> THE CELL HAVING THE POTENTIALITY OF DIFFERENTIATION INTO 
CARDIOMYOCYTES 

<130> 11217W03 

<140> 
<141> 

<150> Hll-372826 
<151> 1999-12-28 

<150> PCT-JP00-01148 
<151> 2000-02-28 

<150> PCT-JP00-07741 
<151> 2000-11-02 

<160>80 

<170> Patent In Ver.2.0 

<210> 1 

<211> 411 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Arg Ala His Pro Gly Gly Gly Arg Cys Cys Pro Glu Gin Glu Glu 

1.5 10 15 

Gly Glu Ser Ala Ala Gly Gly Ser Gly Ala Gly Gly Asp Ser Ala He 

20 25 30 

Glu Gin Gly Gly Gin Gly Ser Ala Leu Ala Pro Ser Pro Val Ser Gly 
35 40 45 
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Val Arg Arg Glu Gly Ala Arg Gly Gly Gly Arg Gly Arg Gly Arg Trp 

50 55 60 

Lys Gin Ala Gly Arg Gly Gly Gly Val Cys Gly Arg Gly Arg Gly Arg 
65 70 75 80 

Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg 

85 90 95 

Pro Pro Ser Gly Gly Ser Gly Leu Gly Gly Asp Gly Gly Gly Cys Gly 

100 105 110 

Gly Gly Gly Ser Gly Gly Gly Gly Ala Pro Arg Arg Glu Pro Val Pro 

115 120 125 

Phe Pro Ser Gly Ser Ala Gly Pro Gly Pro Arg Gly Pro Arg Ala Thr 

130 135 140 

Glu Ser Gly Lys Arg Met Asp Cys Pro Ala Leu Pro Pro Gly Trp Lys 
145 150 155 160 

Lys Glu Glu Val He Arg Lys Ser Gly Leu Ser Ala Gly Lys Ser Asp 

165 170 175 

Val Ty.r Tyr Phe Ser Pro Ser Gly Lys Lys Phe Arg Ser Lys Pro Gin 

180 185 190 

Leu Ala Arg Tyr Leu Gly Asn Thr Val Asp Leu Ser Ser Phe Asp Phe 

195 200 205 

Arg Thr Gly Lys Met Met Pro Ser Lys Leu Gin Lys Asn Lys Gin Arg 

210 215 220 

Leu Arg Asn Asp Pro Leu Asn Gin Asn Lys Gly Lys Pro Asp Leu Asn 
225 230 235 240 

Thr Thr Leu Pro He Arg Gin Thr Ala Ser He Phe Lys Gin Pro Val 

245 250 255 

Thr Lys Val Thr Asn His Pro Ser Asn Lys Val Lys Ser Asp Pro Gin 

260 265 270 

Arg Met Asn Glu Gin Pro Arg Gin Leu Phe Trp Glu Lys Arg Leu Gin 

275 280 285 

Gly Leu Ser Ala Ser Asp Val Thr Glu Gin He He Lys Thr Met Glu 

290 295 300 

Leu Pro Lys Gly Leu Gin Gly Val Gly Pro Gly Ser Asn Asp Glu Thr 
305 310 315 320 

Leu Leu Ser Ala Val Ala Ser Ala Leu His Thr Ser Ser Ala Pro He 
325 330 335 
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Thr Gly Gin Val Ser Ala Ala Val Glu Lys Asn Pro Ala Val Trp Leu 

340 345 350 

Asn Thr Ser Gin Pro Leu Cys Lys Ala Phe He Val Thr Asp Glu Asp 

355 360 365 

He Arg Lys Gin Glu Glu Arg Val Gin Gin Val Arg Lys Lys Leu Glu 

370 375 380 

Glu Ala Leu Met Ala Asp He Leu Ser Arg Ala Ala Asp Thr Glu Glu 
385 390 395 400 

Met Asp He Glu Met Asp Ser Gly Asp Glu Ala 
405 410 

<210> 2 

<211> 1233 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1). . (1236) 

<400> 2 

atg cgc gcg cac ccg ggg gga ggc cgc tgc tgc ccg gag cag gag gag 48 
Met Arg Ala His Pro Gly Gly Gly Arg Cys Cys Pro Glu Gin Glu Glu 

15 10 15 

ggg gag agt gcg gcg ggc ggc age ggc get ggc ggc gac tec gec ata 96 
Gly Glu Ser Ala Ala Gly Gly Ser Gly Ala Gly Gly Asp Ser Ala He 

20 25 30 

gag cag ggg ggc cag ggc age gcg etc gec ccg tec ccg gtg age ggc 144 
Glu Gin Gly Gly Gin Gly Ser Ala Leu Ala Pro Ser Pro Val Ser Gly 

35 40 45 

gtg cgc agg gaa ggc get egg ggc ggc ggc cgt ggc egg ggg egg tgg 192 
Val Arg Arg Glu Gly Ala Arg Gly Gly Gly Arg Gly Arg Gly Arg Trp 

50 55 60 

aag cag gcg ggc egg ggc ggc ggc gtc tgt ggc cgt ggc egg ggc egg 240 
Lys Gin Ala Gly Arg Gly Gly Gly Val Cys Gly Arg Gly Arg Gly Arg 
65 70 75 80 

ggc cgt ggc egg gga egg gga egg ggc egg ggc egg ggc cgc ggc cgt 288 
Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg Gly Arg 
85 90 95 
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ccc ccg agt ggc ggc age ggc ctt ggc ggc gac ggc ggc ggc tgc ggc 336 
Pro Pro Ser Gly Gly Ser Gly Leu Gly Gly Asp Gly Gly Gly Cys Gly 

100 105 110 

ggc ggc ggc age ggt ggc ggc ggc gec ccc egg egg gag ccg gtc cct 384 
Gly Gly Gly Ser Gly Gly Gly Gly Ala Pro Arg Arg Glu Pro Val Pro 

115 120 125 

ttc ccg teg ggg age gcg ggg ccg ggg ccc agg gga ccc egg gee acg 432 
Phe Pro Ser Gly Ser Ala Gly Pro Gly Pro Arg Gly Pro Arg Ala Thr 

130 135 140 

gag age ggg aag agg atg gat tgc ccg gee etc ccc ccc gga tgg aag 480 
Glu Ser Gly Lys Arg Met Asp Cys Pro Ala Leu Pro Pro Gly Trp Lys 
145 150 155 160 

aag gag gaa gtg ate cga aaa tct ggg eta agt get ggc aag age gat 528 
Lys Glu Glu Val He Arg Lys Ser Gly Leu Ser Ala Gly Lys Ser Asp 

165 170 175 

gtc tac tac ttc agt cca agt ggt aag aag ttc aga age aag cct cag 576 
Val Tyr Tyr Phe Ser Pro Ser Gly Lys Lys Phe Arg Ser Lys Pro Gin 

180 185 190 

ttg gca agg tac ctg gga aat act gtt gat etc age agt ttt gac ttc 624 
Leu Ala Arg Tyr Leu Gly Asn Thr Val Asp Leu Ser Ser Phe Asp Phe 

195 200 205 

aga act gga aag atg atg cct agt aaa tta cag aag aac aaa cag aga 672 
Arg Thr Gly Lys Met Met Pro Ser Lys Leu Gin Lys Asn Lys Gin Arg 

210 215 220 

ctg cga aac gat cct etc aat caa aat aag ggt aaa cca gac ttg aat 720 
Leu Arg Asn Asp Pro Leu Asn Gin Asn Lys Gly Lys Pro Asp Leu Asn 
225 230 235 240 

aca aca ttg cca att aga caa aca gca tea att ttc aaa caa ccg gta 768 
Thr Thr Leu Pro lie Arg Gin Thr Ala Ser He Phe Lys Gin Pro Val 

245 250 255 

ace aaa gtc aca aat cat cct agt aat aaa gtg aaa tea gac cca caa 816 
Thr Lys Val Thr Asn His Pro Ser Asn Lys Val Lys Ser Asp Pro Gin 

260 265 270 

cga atg aat gaa cag cca cgt cag ctt ttc tgg gag aag agg eta caa 864 
Arg Met Asn Glu Gin Pro Arg Gin Leu Phe Trp Glu Lys Arg Leu Gin 

275 280 285 
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gga ctt agt gca tea gat gta aca gaa caa att ata aaa acc atg gaa 912 
Gly Leu Ser Ala Ser Asp Val Thr Glu Gin He He Lys Thr Met Glu 

290 295 300 

eta ccc aaa ggt ctt caa gga gtt ggt cca ggt age aat gat gag acc 960 
Leu Pro Lys Gly Leu Gin Gly Val Gly Pro Gly Ser Asn Asp Glu Thr 
305 310 315 320 

ctt tta tct get gtt gee agt get ttg cac aca age tct gcg cca ate 1008 
Leu Leu Ser Ala Val Ala Ser Ala Leu His Thr Ser Ser Ala Pro He 

325 330 335 

aca ggg caa gtc tec get get gtg gaa aag aac cct get gtt tgg ctt 1056 
Thr Gly Gin Val Ser Ala Ala Val Glu Lys Asn Pro Ala Val Trp Leu 

340 345 350 

aac aca tct caa ccc etc tgc aaa get ttt att gtc aca gat gaa gac 1104 
Asn Thr Ser Gin Pro Leu Cys Lys Ala Phe He Val Thr Asp Glu Asp 

355 360 365 

ate agg aaa cag gaa gag cga gta cag caa gta cgc aag aaa ttg gaa 1152 
He Arg Lys Gin Glu Glu Arg Val Gin Gin Val Arg Lys Lys Leu Glu 

370 375 380 

gaa gca ctg atg gca gac ate ttg teg cga get get gat aca gaa gag 1200 
Glu Ala Leu Met Ala Asp He Leu Ser Arg Ala Ala Asp Thr Glu Glu 
385 390 395 400 

atg gat att gaa atg gac agt gga gat gaa gee 1233 
Met Asp He Glu Met Asp Ser Gly Asp Glu Ala 
405 410 

<210> 3 

<211> 196 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Arg Thr Leu Ala Cys Leu Leu Leu Leu Gly Cys Gly Tyr Leu Ala 

15 10 15 

His Val Leu Ala Glu Glu Ala Glu He Pro Arg Glu Val He Glu Arg 

20 25 30 

Leu Ala Arg Ser Gin He His Ser He Arg Asp Leu Gin Arg Leu Leu 

35 40 45 

Glu He Asp Ser Val Gly Ser Glu Asp Ser Leu Asp Thr Ser Leu Arg 
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50 55 60 

Ala His Gly Val His Ala Thr Lys His Val Pro Glu Lys Arg Pro Leu 
65 70 75 80 

Pro He Arg Arg Lys Arg Ser He Glu Glu Ala Val Pro Ala Val Cys 

85 90 95 

Lys Thr Arg Thr Val He Tyr Glu lie Pro Arg Ser Gin Val Asp Pro 

100 105 110 

Thr Ser Ala Asn Phe Leu He Trp Pro Pro Cys Val Glu Val Lys Arg 

115 120 125 

Cys Thr Gly Cys Cys Asn Thr Ser Ser Val Lys Cys Gin Pro Ser Arg 

130 135 140 

Val His His Arg Ser Val Lys Val Ala Lys Val Glu Tyr Val Arg Lys 
145 150 155 160 

Lys Pro Lys Leu Lys Glu Val Gin Val Arg Leu Glu Glu His Leu Glu 

165 170 175 

Cys Ala Cys Ala Thr Thr Ser Leu Asn Pro Asp Tyr Arg Glu Glu Asp 

180 185 190 

Thr Asp Val Arg 
195 

<210> 4 

<211> 588 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1). . (591) 

<400> 4 

atg agg acc ttg get tgc ctg ctg etc etc ggc tgc gga tac etc gec 48 
Met Arg Thr Leu Ala Cys Leu Leu Leu Leu Gly Cys Gly Tyr Leu Ala 
,1 5 10 15 

cat gtt ctg gec gag gaa gec gag ate ccc cgc gag gtg ate gag agg 96 
His Val Leu Ala Glu Glu Ala Glu He Pro Arg Glu Val He Glu Arg 

20 25 30 

ctg gec cgc agt cag ate cac age ate egg gac etc cag cga etc ctg 144 
Leu Ala Arg Ser Gin He His Ser He Arg Asp Leu Gin Arg Leu Leu 
35 40 45 
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gag ata gac tec gta ggg agt gag gat tct ttg gac acc age ctg aga 192 
Glu He Asp Ser Val Gly Ser Glu Asp Ser Leu Asp Thr Ser Leu Arg 

50 55 60 

get cac ggg gtc cac gee act aag cat gtg ccc gag aag egg ccc ctg 240 
Ala His Gly Val His Ala Thr. Lys His Val Pro Glu Lys Arg Pro Leu 
65 70 75 80 

ccc att egg agg aag aga age ate gag gaa get gtc ccc get gtc tgc 288 
Pro He Arg Arg Lys Arg Ser He Glu Glu Ala Val Pro Ala Val Cys 

85 90 95 

aag acc agg acg gtc att tac gag att cct egg agt cag gtc gac ccc 336 
Lys Thr Arg Thr Val lie Tyr Glu He Pro Arg Ser Gin Val Asp Pro 

100 105 110 

acg tec gee aac ttc ctg ate tgg ccc ccg tgc gtg gag gtg aaa cgc 384 
Thr Ser Ala Asn Phe Leu He Trp Pro Pro Cys Val Glu Val Lys Arg 

115 120 125 

tgc acc ggc tgc tgc aac acg age agt gtc aag tgc cag ccc tec cgc 432 
Cys Thr Gly Cys Cys Asn Thr Ser Ser Val Lys Cys Gin Pro Ser Arg 

130 135 140 

gtc cac cac cge age gtc aag gtg gee aag gtg gaa tac gtc agg aag 480 
Val His His Arg Ser Val Lys Val Ala Lys Val Glu Tyr Val Arg Lys 
145 150 155 160 

aag cca aaa tta aaa gaa gtc cag gtg agg tta gag gag cat ttg gag 528 
Lys Pro Lys Leu Lys Glu Val Gin Val Arg Leu Glu Glu His Leu Glu 

165 170 175 

tgc gee tgc gcg acc aca age ctg aat ccg gat tat egg gaa gag gac 576 
Cys Ala Cys Ala Thr Thr Ser Leu Asn Pro Asp Tyr Arg Glu Glu Asp 

180 185 190 

acg gat gtg agg 588 
Thr Asp Val Arg 
195 

<210> 5 

<211> 241 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Asn Arg Cys Trp Ala Leu Phe Leu Ser Leu Cys Cys Tyr Leu Arg 
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15 10 15 

Leu Val Ser Ala Glu Gly Asp Pro He Pro Glu Glu Leu Tyr Glu Met 

20 25 30 

Leu Ser Asp His Ser He Arg Ser Phe Asp Asp Leu Gin Arg Leu Leu 

35 40 45 

His Gly Asp Pro Gly Glu Glu Asp Gly Ala Glu Leu Asp Leu Asn Met 

50 55 60 

Thr Arg Ser His Ser Gly Gly Glu Leu Glu Ser Leu Ala Arg Gly Arg 
65 70 75 80 

Arg Ser Leu Gly Ser Leu Thr He Ala Glu Pro Ala Met He Ala Glu 

85 90 95 

Cys Lys Thr Arg Thr Glu Val Phe Glu He Ser Arg Arg Leu He Asp 

100 105 110 

Arg Thr Asn Ala Asn Phe Leu Val Trp Pro Pro Cys Val Glu Val Gin 

115 120 125 

Arg Cys Ser Gly Cys Cys Asn Asn Arg Asn Val Gin Cys Arg Pro Thr 

130 135 140 

Gin Val Gin Leu Arg Pro Val Gin Val Arg Lys He Glu He Val Arg 
145 150 155 160 

Lys Lys Pro He Phe Lys Lys Ala Thr Val Thr Leu Glu Asp His Leu 

165 170 175 

Ala Cys Lys Cys Glu Thr Val Ala Ala Ala Arg Pro Val Thr Arg Ser 

180 185 190 

Pro Gly Gly Ser Gin Glu Gin Arg Ala Lys Thr Pro Gin Thr Arg Val 

195 200 205 

Thr He Arg Thr Val Arg Val Arg Arg Pro Pro Lys Gly Lys His Arg 

210 215 220 

Lys Phe Lys His Thr His Asp Lys Thr Ala Leu Lys Glu Thr Leu Gly 
225 230 235 240 

Ala 

<210> 6 

<211> 723 

<212> DNA, 

<213> Homo sapiens 

<220> 

<221> CDS 
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<223> ( 1 ) . . ( 726 ) 
<400> 6 

atg aat cgc tgc tgg gcg etc ttc ctg tct etc tgc tgc tac ctg cgt 48 
Met Asn Arg Cys Trp Ala Leu Phe Leu Ser Leu Cys Cys Tyr Leu Arg 

15 10 15 

ctg gtc age gee gag ggg gac ccc att ccc gag gag ctt tat gag atg 96 
Leu Val Ser Ala Glu Gly Asp Pro He Pro Glu Glu Leu Tyr Glu Met 

20 25 30 

ctg agt gac cac teg ate cgc tec ttt gat gat etc caa cgc ctg ctg 144 
Leu Ser Asp His Ser He Arg Ser Phe Asp Asp Leu Gin Arg Leu Leu 

35 40 45 

cac gga gac ccc gga gag gaa gat ggg gee gag ttg gac ctg aac atg 192 
His Gly Asp Pro Gly Glu Glu Asp Gly Ala Glu Leu Asp Leu Asn Met 

50 55 60 

acc cgc tec cac tct gga ggc gag ctg gag age ttg get cgt gga aga 240 
Thr Arg Ser His Ser Gly Gly Glu Leu Glu Ser Leu Ala Arg Gly Arg 
65 70 75 80 

agg age ctg ggt tec ctg acc att get gag ccg gee atg ate gee gag 288 
Arg Ser Leu Gly Ser Leu Thr He Ala Glu Pro Ala Met He Ala Glu 

85 90 95 

tgc aag acg cgc acc gag gtg ttc gag ate tec egg cgc etc ata gac 336 
Cys Lys Thr Arg Thr Glu Val Phe Glu He Ser Arg Arg Leu He Asp 

100 105 110 

cgc acc aac gee aac ttc ctg gtg tgg ccg ccc tgt gtg gag gtg cag 384 
Arg Thr Asn Ala Asn Phe Leu Val Trp Pro Pro Cys Val Glu Val Gin 

115 120 125 

cgc tgc tec ggc tgc tgc aac aac cgc aac gtg cag tgc cgc ccc acc 432 
Arg Cys Ser Gly Cys Cys Asn Asn Arg Asn Val Gin Cys Arg Pro Thr 

130 135 140 

cag gtg cag ctg cga cct gtc cag gtg aga aag ate gag att gtg egg 480 
Gin Val Gin Leu Arg Pro Val Gin Val Arg Lys He Glu He Val Arg 
145 150 155 160 

aag aag cca ate ttt aag aag gee acg gtg acg ctg gaa gac cac ctg 528 
Lys Lys Pro He Phe Lys Lys Ala Thr Val Thr Leu Glu Asp His Leu 

165 170 175 

gca tgc aag tgt gag aca gtg gca get gca egg cct gtg acc cga age 576 
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Ala Cys Lys Cys Glu Thr Val Ala Ala Ala Arg Pro Val Thr Arg Ser 

180 185 190 

ccg ggg ggt tec cag gag cag cga gec aaa acg ccc caa act egg gtg 624 
Pro Gly Gly Ser Gin Glu Gin Arg Ala Lys Thr Pro Gin Thr Arg Val 

195 200 205 

ace att egg acg gtg cga gtc cgc egg ccc ccc aag ggc aag cac egg 672 
Thr He Arg Thr Val Arg Val Arg Arg Pro Pro Lys Gly Lys His Arg 

210 215 220 

aaa ttc aag cac acg cat gac aag acg gca ctg aag gag ace ctt gga 720 
Lys Phe Lys His Thr His Asp Lys Thr Ala Leu Lys Glu Thr Leu Gly 
225 230 235 240 

gec 723 
Ala 

<210> 7 
<211> 155 
<212> PRT 

<213> Homo sapiens 
<400> 7 

Met Ala Ala Gly Ser He Thr Thr Leu Pro Ala Leu Pro Glu Asp Gly 

15 10 15 

Gly Ser Gly Ala Phe Pro Pro Gly His Phe Lys Asp Pro Lys Arg Leu 

20 25 30 

Tyr Cys Lys Asn Gly Gly Phe Phe Leu Arg He His Pro Asp Gly Arg 

35 40 45 

Val Asp Gly Val Arg Glu Lys Ser Asp Pro His He Lys Leu Gin Leu 

50 55 60 

Gin Ala Glu Glu Arg Gly Val Val Ser He Lys Gly Val Cys Ala Asn 
65 70 75 80 

Arg Tyr Leu Ala Met Lys Glu Asp Gly Arg Leu Leu Ala Ser Lys Cys 

85 90 95 

Val Thr Asp Glu Cys Phe Phe Phe Glu Arg Leu Glu Ser Asn Asn Tyr 

100 105 110 

Asn Thr Tyr Arg Ser Arg Lys Tyr Thr Ser Trp Tyr Val Ala Leu Lys 

115 120 125 

Arg Thr Gly Gin Tyr Lys Leu Gly Ser Lys Thr Gly Pro Gly Gin Lys 
130 135 140 
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Ala He Leu Phe Leu Pro Met Ser Ala Lys Ser 

145 150 

<210> 8 

<211> 465 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(468) 

<400> 8 

atg gca gcc ggg age ate acc acg ctg ccc gec ttg ccc gag gat ggc 48 
Met Ala Ala Gly Ser lie Thr Thr Leu Pro Ala Leu Pro Glu Asp Gly 

15 10 15 

ggc age ggc gcc ttc ccg ccc ggc cac ttc aag gac ccc aag egg ctg 96 
Gly Ser Gly Ala Phe Pro Pro Gly His Phe Lys Asp Pro Lys Arg Leu 

20 25 30 

tac tgc aaa aac ggg ggc ttc ttc ctg cgc ate cac ccc gac ggc cga 144 
Tyr Cys Lys Asn Gly Gly Phe Phe Leu Arg He His Pro Asp Gly Arg 

35 40 45 

gtt gac ggg gtc egg gag aag age gac cct cac ate aag eta caa ctt 192 
Val Asp Gly Val Arg Glu Lys Ser Asp Pro His He Lys Leu Gin Leu 

50 55 60 

caa gca gaa gag aga gga gtt gtg tct ate aaa gga gtg tgt get aac 240 
Gin Ala Glu Glu Arg Gly Val Val Ser He Lys Gly Val Cys Ala Asn 
65 70 . 75 80 

cgt tac ctg get atg aag gaa gat gga aga tta ctg get tct aaa tgt 288 
Arg Tyr Leu Ala Met Lys Glu Asp Gly Arg Leu Leu Ala Ser Lys Cys 

85 90 95 

gtt acg gat gag tgt ttc ttt ttt gaa cga ttg gaa tct aat aac tac 336 
Val Thr Asp Glu Cys Phe Phe Phe Glu Arg Leu Glu Ser Asn Asn Tyr 

100 105 110 

aat act tac egg tea agg aaa tac acc agt tgg tat gtg gca ttg aaa 384 
Asn Thr Tyr Arg Ser Arg Lys Tyr Thr Ser Trp Tyr Val Ala Leu Lys 

115 120 125 

cga act ggg cag tat aaa ctt gga tec aaa aca gga cct ggg cag aaa 432 
Arg Thr Gly Gin Tyr Lys Leu Gly Ser Lys Thr Gly Pro Gly Gin Lys 
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130 135 



140 



get ata ctt ttt ctt cca atg tct get aag age 
Ala He Leu Phe Leu Pro Met Ser Ala Lys Ser 
145 150 155 



465 



<210> 9 
<211> 324 
<212> PRT 
<213> Homo sapiens 
<400> 9 

Met Phe Pro Ser Pro Ala Leu Thr Pro Thr Pro Phe Ser Val Lys Asp 

15 10 15 

He Leu Asn Leu Glu Gin Gin Gin Arg Ser Leu Ala Ala Ala Gly Glu 

20 25 30 

Leu Ser Ala Arg Leu Glu Ala Thr Leu Ala Pro Ser Ser Cys Met Leu 

35 40 45 

Ala Ala Phe Lys Pro Glu Ala Tyr Ala Gly Pro Glu Ala Ala Ala Pro 

50 55 60 

Gly Leu Pro Glu Leu Arg Ala Glu Leu Gly Arg Ala Pro Ser Pro Ala 
65 70 75 80 

Lys Cys Ala Ser Ala Phe Pro Ala Ala Pro Ala Phe Tyr Pro Arg Ala 

85 90 95 

Tyr Ser Asp Pro Asp Pro Ala Lys Asp Pro Arg Ala Glu Lys Lys Glu 

100 105 110 

Leu Cys Ala Leu Gin Lys Ala Val Glu Leu Glu Lys Thr Glu Ala Asp 

115 120 125 

Asn Ala Glu Arg Pro Arg Ala Arg Arg Arg Arg Lys Pro Arg Val Leu 

130 135 140 

Phe Ser Gin Ala Gin Val Tyr Glu Leu Glu Arg Arg Phe Lys Gin Gin 
145 150 155 160 

Arg Tyr Leu Ser Ala Pro Glu Arg Asp Gin Leu Ala Ser Val Leu Lys 

165 170 175 

Leu Thr Ser Thr Gin Val Lys He Trp Phe Gin Asn Arg Arg Tyr Lys 

180 185 190 

Cys Lys Arg Gin Arg Gin Asp Gin Thr Leu Glu Leu Val Gly Leu Pro 

195 200 205 

Pro Pro Pro Pro Pro Pro Ala Arg Arg He Ala Val Pro Val Leu Val 
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210 215 220 

Arg Asp Gly Lys Pro Cys Leu Gly Asp Ser Ala Pro Tyr Ala Pro Ala 
225 230 235 240 

Tyr Gly Val Gly Leu Asn Pro Tyr Gly Tyr Asn Ala Tyr Pro Ala Tyr 

245 250 255 

Pro Gly Tyr Gly Gly Ala Ala Cys Ser Pro Gly Tyr Ser Cys Thr Ala 

260 265 270 

Ala Tyr Pro Ala Gly Pro Ser Pro Ala Gin Pro Ala Thr Ala Ala Ala 

275 280 285 

Asn Asn Asn Phe Val Asn Phe Gly Val Gly Asp Leu Asn Ala Val Gin 

290 295 300 

Ser Pro Gly He Pro Gin Ser Asn Ser Gly Val Ser Thr Leu His Gly 
305 310 315 320 

He Arg Ala Trp 

<210> 10 
<211> 972 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> ( 1 ) . . ( 975 ) 

<400> 10 

atg ttc ccc age cct get etc acg ccc acg ccc ttc tea gtc aaa gac 48 
Met Phe Pro Ser Pro Ala Leu Thr Pro Thr Pro Phe Ser Val Lys Asp 

15 10 15 

ate eta aac ctg gaa cag cag cag cgc age ctg get gee gee gga gag 96 
He Leu Asn Leu Glu Gin Gin Gin Arg Ser Leu Ala Ala Ala Gly Glu 

20 25 30 

etc tct gee cgc ctg gag gcg acc ctg gcg ccc tec tec tgc atg ctg 144 
Leu Ser Ala Arg Leu Glu Ala Thr Leu Ala Pro Ser Ser Cys Met Leu 

35 40 45 

gec gec ttc aag cca gag gec tac get ggg ccc gag gcg get gcg ccg 192 
Ala Ala Phe Lys Pro Glu Ala Tyr Ala Gly Pro Glu Ala Ala Ala Pro 

50 55 60 

ggc etc cca gag ctg cgc gca gag ctg ggc cgc gcg cct tea ccg gee 240 
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Gly Leu Pro Glu Leu Arg Ala Glu Leu Gly Arg Ala Pro Ser Pro Ala 
65 70 75 80 

aag tgt gcg tct gcc ttt ccc gcc gcc ccc gcc ttc tat cca cgt gcc 288 
Lys Cys Ala Ser Ala Phe Pro Ala Ala Pro Ala Phe Tyr Pro Arg Ala 

85 90 95 

tac age gac ccc gac cca gcc aag gac cct aga gcc gaa aag aaa gag 336 
Tyr Ser Asp Pro Asp Pro Ala Lys Asp Pro Arg Ala Glu Lys Lys Glu 

100 105 110 

ctg tgc gcg ctg cag aag gcg gtg gag ctg gag aag aca gag gcg gac 384 
Leu Cys Ala Leu Gin Lys Ala Val Glu Leu Glu Lys Thr Glu Ala Asp 

115 120 125 

aac gcg gag egg ccc egg gcg cga egg egg agg aag ccg cgc gtg etc 432 
Asn Ala Glu Arg Pro Arg Ala Arg Arg Arg Arg Lys Pro Arg Val Leu 

130 135 140 

ttc teg cag gcg cag gtc tat gag ctg gag egg cgc ttc aag cag cag 480 
Phe Ser Gin Ala Gin Val Tyr Glu Leu Glu Arg Arg Phe Lys Gin Gin 
145 150 155 160 

egg tac ctg teg gcc ccc gaa cgc gac cag ctg gcc age gtg ctg aaa 528 
Arg Tyr Leu Ser Ala Pro Glu Arg Asp Gin Leu Ala Ser Val Leu Lys 

165 170 175 

etc acg tec acg cag gtc aag ate tgg ttc cag aac egg cgc tac aag 576 
Leu Thr Ser Thr Gin Val Lys He Trp Phe Gin Asn Arg Arg Tyr Lys 

180 185 190 

tgc aag egg cag egg cag gac cag act ctg gag ctg gtg ggg ctg ccc 624 
Cys Lys Arg Gin Arg Gin Asp Gin Thr Leu Glu Leu Val Gly Leu Pro 

195 200 205 

ccg ccg ccg ccg ccg cct gcc cgc agg ate gcg gtg cca gtg ctg gtg 672 
Pro Pro Pro Pro Pro Pro Ala Arg Arg lie Ala Val Pro Val Leu Val 

210 215 220 

cgc gat ggc aag cca tgc eta ggg gac teg gcg ccc tac gcg cct gcc 720 
Arg Asp Gly Lys Pro Cys Leu Gly Asp Ser Ala Pro Tyr Ala Pro Ala 
225 230 235 240 

tac ggc gtg ggc etc aat ccc tac ggt tat aac gcc tac ccc gcc tat 768 
Tyr Gly Val Gly Leu Asn Pro Tyr Gly Tyr Asn Ala Tyr Pro Ala Tyr 

245 250 255 

ccg ggt tac ggc ggc gcg gcc tgc age cct ggc tac age tgc act gcc 816 
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Pro Gly Tyr Gly Gly Ala Ala Cys Ser Pro Gly Tyr Ser Cys Thr Ala 

260 265 270 

get tac ccc gec ggg cct tec cca gcg cag ccg gee act gee gee gee 864 
Ala Tyr Pro Ala Gly Pro Ser Pro Ala Gin Pro Ala Thr Ala Ala Ala 

275 280 285 

aac aac aac ttc gtg aac ttc ggc gtc ggg gac ttg aat gcg gtt cag 912 
Asn Asn Asn Phe Val Asn Phe Gly Val Gly Asp Leu Asn Ala Val Gin 

290 295 300 

age ccc ggg att ccg cag age aac teg gga gtg tec acg ctg cat ggt 960 
Ser Pro Gly He Pro Gin Ser Asn Ser Gly Val Ser Thr Leu His Gly 
305 310 315 320 

ate cga gee tgg 972 
He Arg Ala Trp 
324 

<210> 11 
<211> 442 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Met Tyr Gin Ser Leu Ala Met Ala Ala Asn His Gly Pro Pro Pro Gly 

15 10 15 

Ala Tyr Gin Ala Gly Gly Pro Gly Pro Phe Met His Gly Ala Gly Ala 

20 25 30 

Ala Ser Ser Pro Val Tyr Leu Pro Thr Pro Arg Val Pro Ser Ser Val 

35 40 45 

Leu Gly Leu Ser Tyr Leu Gin Gly Gly Gly Ala Gly Ser Ala Ser Gly 

50 55 60 

Gly Pro Ser Gly Gly Ser Pro Gly Gly Ala Ala Ser Gly Ala Gly Pro 
65 70 75 80 

Gly Thr Gin Gin Gly Ser Pro Gly Trp Ser Gin Ala Gly Ala Thr Gly 

85 90 95 

Ala Ala Tyr Thr Pro Pro Pro Val Ser Pro Arg Phe Ser Phe Pro Gly 

100 105 110 

Thr Thr Gly Ser Leu Ala Ala Ala Ala Ala Ala Ala Ala Ala Arg Glu 

115 120 125 

Ala Ala Ala Tyr Ser Ser Gly Gly Gly Ala Ala Gly Ala Gly Leu Ala 
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130 135 140 

Gly Arg Glu Gin Tyr Gly Arg Ala Gly Phe Ala Gly Ser Tyr Ser Ser 
145 150 155 160 

Pro Tyr Pro Ala Tyr Met Ala Asp Val Gly Ala Ser Trp Ala Ala Ala 

165 170 175 

Ala Ala Ala Ser Ala Gly Pro Phe Asp Ser Pro Val Leu His Ser Leu 

180 185 190 

Pro Gly Arg Ala Asn Pro Ala Ala Arg His Pro Asn Leu Asp Met Phe 

195 200 205 

Asp Asp Phe Ser Glu Gly Arg Glu Cys Val Asn Cys Gly Ala Met Ser 

210 215 220 

Thr Pro Leu Trp Arg Arg Asp Gly Thr Gly His Tyr Leu Cys Asn Ala 
225 230 235 240 

Cys Gly Leu Tyr His Lys Met Asn Gly He Asn Arg Pro Leu He Lys 

245 250 255 

Pro Gin Arg Arg Leu Ser Ala Ser Arg Arg Val Gly Leu Ser Cys Ala 

260 265 270 

Asn Cys Gin Thr Thr Thr Thr Thr Leu Trp Arg Arg Asn Ala Glu Gly 

275 280 285 

Glu Pro Val Cys Asn Ala Cys Gly Leu Tyr Met Lys Leu His Gly Val 

290 295 300 

Pro Arg Pro Leu Ala Met Arg Lys Glu Gly He Gin Thr Arg Lys Arg 
305 310 315 320 

Lys Pro Lys Asn Leu Asn Lys Ser Lys Thr Pro Ala Ala Pro Ser Gly 

325 330 335 

Ser Glu Ser Leu Pro Pro Ala Ser Gly Ala Ser Ser Asn Ser Ser Asn 

340 345 350 

Ala Thr Thr Ser Ser Ser Glu Glu Met Arg Pro He Lys Thr Glu Pro 

355 360 365 

Gly Leu Ser Ser His Tyr Gly His Ser Ser Ser Val Ser Gin Thr Phe 

370 375 380 

Ser Val Ser Ala Met Ser Gly His Gly Pro Ser He His Pro Val Leu 
385 390 395 400 

Ser Ala Leu Lys Leu Ser Pro Gin Gly Tyr Ala Ser Pro Val Ser Gin 

405 410 415 

Ser Pro Gin Thr Ser Ser Lys Gin Asp Ser Trp Asn Ser Leu Val Leu 
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420 425 430 

Ala Asp Ser His Gly Asp He He Thr Ala 
435 440 

<210> 12 
<211> 1326 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1). . (1329) 

<400> 12 

atg tat cag age ttg gec atg gec gec aac cac ggg ccg ccc ccc ggt 48 
Met Tyr Gin Ser Leu Ala Met Ala Ala Asn His Gly Pro Pro Pro Gly 

15 10 15 

gec tac cag gcg ggc ggc ccc ggc ccc ttc atg cac ggc gcg ggc gec 96 
Ala Tyr Gin Ala Gly Gly Pro Gly Pro Phe Met His Gly Ala Gly Ala 

20 25 30 

gcg tec teg cca gtc tac ctg ccc aca ccg egg gtg ccc tec tec gtt 144 
Ala Ser Ser Pro Val Tyr Leu Pro Thr Pro Arg Val Pro Ser Ser Val 

35 40 45 

ctg ggc ctg tec tac etc cag ggc gga ggc gcg ggc tct gcg tec gga 192 
Leu Gly Leu Ser Tyr Leu Gin Gly Gly Gly Ala Gly Ser Ala Ser Gly 

50 55 60 

ggc ccc teg ggc ggc age ccc ggt ggg gee gcg tct ggt gcg ggg ccc 240 
Gly Pro Ser Gly Gly Ser Pro Gly Gly Ala Ala Ser Gly Ala Gly Pro 
65 70 75 80 

ggg acc cag cag ggc age ccg gga tgg age cag gcg gga gcg ace gga 288 
Gly Thr Gin Gin Gly Ser Pro Gly Trp Ser Gin Ala Gly Ala Thr Gly 

85 90 95 

gec get tac acc ccg ccg ccg gtg teg ccg cgc ttc tec ttc ccg ggg 336 
Ala Ala Tyr Thr Pro Pro Pro Val Ser Pro Arg Phe Ser Phe Pro Gly 

100 105 110 

acc acc ggg tec ctg gcg gcg gcg gcg gcg get gec gee gee egg gaa 384 
Thr Thr Gly Ser Leu Ala Ala Ala Ala Ala Ala Ala Ala Ala Arg Glu 

115 120 125 

get gcg gec tac age agt ggc ggc gga gcg gcg ggt gcg ggc ctg gcg 432 
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Ala Ala Ala Tyr Ser Ser Gly Gly Gly Ala Ala Gly Ala Gly Leu Ala 

130 135 140 

ggc cgc gag cag tac ggg cgc gcc ggc ttc gcg ggc tec tac tec age 480 
Gly Arg Glu Gin Tyr Gly Arg Ala Gly Phe Ala Gly Ser Tyr Ser Ser 
145 150 155 160 

ccc tac ccg get tac atg gcc gac gtg ggc gcg tec tgg gcc gca gcc 528 
Pro Tyr Pro Ala Tyr Met Ala Asp Val Gly Ala Ser Trp Ala Ala Ala 

165 170 175 

gcc gcc gcc tec gcc ggc ccc ttc gac age ccg gtc ctg cac age ctg 576 
Ala Ala Ala Ser Ala Gly Pro Phe Asp Ser Pro Val Leu His Ser Leu 

180 185 190 

ccc ggc egg gcc aac ccg gcc gcc cga cac ccc aat etc gat atg ttt 624 
Pro Gly Arg Ala Asn Pro Ala Ala Arg His Pro Asn Leu Asp Met Phe 

195 200 ' 205 

gac gac ttc tea gaa ggc aga gag tgt gtc aac tgt ggg get atg tec 672 
Asp Asp Phe Ser Glu Gly Arg Glu Cys Val Asn Cys Gly Ala Met Ser 

210 215 220 

acc ccg etc tgg agg cga gat ggg acg ggt cac tat ctg tgc aac gcc 720 
Thr Pro Leu Trp Arg Arg Asp Gly Thr Gly His Tyr Leu Cys Asn Ala 
225 230 235 240 

tgt ggc etc tac cac aag atg aac ggc ate aac egg ccg etc ate aag 768 
Cys Gly Leu Tyr His Lys Met Asn Gly He Asn Arg Pro Leu lie Lys 

245 250 255 

cct cag cgc egg ctg tec gcc tec cgc cga gtg ggc etc tec tgt gcc 816 
Pro Gin Arg Arg Leu Ser Ala Ser Arg Arg Val Gly Leu Ser Cys Ala 

260 265 270 

aac tgc cag acc acc acc acc acg ctg tgg cgc cgc aat gcg gag ggc 864 
Asn Cys Gin Thr Thr Thr Thr Thr Leu Trp Arg Arg Asn Ala Glu Gly 

275 280 285 

gag cct gtg tgc aat gcc tgc ggc etc tac atg aag etc cac ggg gtg 912 
Glu Pro Val Cys Asn Ala Cys Gly Leu Tyr Met Lys Leu His Gly Val 

290 295 300 

ccc agg cct ctt gca atg egg aaa gag ggg ate caa acc aga aaa egg 960 
Pro Arg Pro Leu Ala Met Arg Lys Glu Gly He Gin Thr Arg Lys Arg 
305 310 315 320 

aag ccc aag aac ctg aat aaa tct aag aca cca gca get cct tea ggc 1008 
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Lys Pro Lys Asn Leu Asn Lys Ser Lys Thr Pro Ala Ala Pro Ser Gly 

325 330 335 

agt gag age ctt cct ccc gee age ggt get tec age aac tec age aac 1056 
Ser Glu Ser Leu Pro Pro Ala Ser Gly Ala Ser Ser Asn Ser Ser Asn 

340 345 350 

gec acc acc age age age gag gag atg cgt ccc ate aag acg gag cct 1104 
Ala Thr Thr Ser Ser Ser Glu Glu Met Arg Pro He Lys Thr Glu Pro 

355 360 365 

ggc ctg tea tct cac tac ggg cac age age tec gtg tec cag acg ttc 1152 
Gly Leu Ser Ser His Tyr Gly His Ser Ser Ser Val Ser Gin Thr Phe 

370 375 380 

tea gtc agt gcg atg tct ggc cat ggg ccc tec ate cac cct gtc etc 1200 
Ser Val Ser Ala Met Ser Gly His Gly Pro Ser He His Pro Val Leu 
385 390 395 400 

teg gec ctg aag etc tec cca caa ggc tat gcg tct ccc gtc age cag 1248 
Ser Ala Leu Lys Leu Ser Pro Gin Gly Tyr Ala Ser Pro Val Ser Gin 

405 410 415 

tct cca cag acc age tec aag cag gac tct tgg aac agt ctg gtc ttg 1296 
Ser Pro Gin Thr Ser Ser Lys Gin Asp Ser Trp Asn Ser Leu Val Leu 

420 425 430 

gec gac agt cac ggg gac ata ate act gcg 1326 
Ala Asp Ser His Gly Asp He He Thr Ala 
435 440 

<210> 13 
<211> 507 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Met Gly Arg Lys Lys He Gin He Thr Arg He Met Asp Glu Arg Asn 

1 5 10 15 

Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu He He Phe 

35 40 45 

Asn Ser Ser Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 
50 55 60 
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Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 
65 70 75 80 

Asn Ser Asp He Val Glu Ala Leu Asn Lys Lys Glu His Arg Gly Cys 

85 90 95 

Asp Ser Pro Asp Pro Asp Thr Ser Tyr Val Leu Thr Pro His Thr Glu 

100 105 110 

Glu Lys Tyr Lys Lys He Asn Glu Glu Phe Asp Asn Met Met Arg Asn 

115 120 125 

His Lys lie Ala Pro Gly Leu Pro Pro Gin Asn Phe Ser Met Ser Val 

130 135 140 

Thr Val Pro Val Thr Ser Pro Asn Ala Leu Ser Tyr Thr Asn Pro Gly 
145 150 155 160 

Ser Ser Leu Val Ser Pro Ser Leu Ala Ala Ser Ser Thr Leu Thr Asp 

165 170 175 

Ser Ser Met Leu Ser Pro Pro Gin Thr Thr Leu His Arg Asn Val Ser 

180 185 190 

Pro Gly Ala Pro Gin Arg Pro Pro Ser Thr Gly Asn Ala Gly Gly Met 

195 200 205 

Leu Ser Thr Thr Asp Leu Thr Val Pro Asn Gly Ala Gly Ser Ser Pro 

210 215 220 

Val Gly Asn Gly Phe Val Asn Ser Arg Ala Ser Pro Asn Leu He Gly 
225 230 235 240 

Ala Thr Gly Ala Asn Ser Leu Gly Lys Val Met Pro Thr Lys Ser Pro 

245 250 255 

Pro Pro Pro Gly Gly Gly Asn Leu Gly Met Asn Ser Arg Lys Pro Asp 

260 265 270 

Leu Arg Val Val lie Pro Pro Ser Ser Lys Gly Met Met Pro Pro Leu 

275 280 285 

Ser Glu Glu Glu Glu Leu Glu Leu Asn Thr Gin Arg He Ser Ser Ser 

290 295 300 

Gin Ala Thr Gin Pro Leu Ala Thr Pro Val Val Ser Val Thr Thr Pro 
305 310 315 320 

Ser Leu Pro Pro Gin Gly Leu Val Tyr Ser Ala Met Pro Thr Ala Tyr 

325 330 335 

Asn Thr Asp Tyr Ser Leu Thr Ser Ala Asp Leu Ser Ala Leu Gin Gly 
340 345 350 
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Phe Asn Ser Pro Gly Met Leu Ser Leu Gly Gin Val Ser Ala Trp Gin 

355 360 365 

Gin His His Leu Gly Gin Ala Ala Leu Ser Ser Leu Val Ala Gly Gly 

370 375 380 

Gin Leu Ser Gin Gly Ser Asn Leu Ser He Asn Thr Asn Gin Asn He 
385 390 395 400 

Ser He Lys Ser Glu Pro lie Ser Pro Pro Arg Asp Arg Met Thr Pro 

405 410 415 

Ser Gly Phe Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Pro Pro 

420 425 430 

Pro Pro Pro Gin Pro Gin Pro Gin Pro Pro Gin Pro Gin Pro Arg Gin 

435 440 445 

Glu Met Gly Arg Ser Pro Val Asp Ser Leu Ser Ser Ser Ser Ser Ser 

450 455 460 

Tyr Asp Gly Ser Asp Arg Glu Asp Pro Arg Gly Asp Phe His Ser Pro 
465 470 475 480 

He Val Leu Gly Arg Pro Pro Asn Thr Glu Asp Arg Glu Ser Pro Ser 

485 490 495 

Val Lys Arg Met Arg Met Asp Ala Trp Val Thr 
500 505 

<210> 14 
<211> 1521 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1). .(1524) 

<400> 14 

atg ggg egg aag aaa ata caa ate aca cgc ata atg gat gaa agg aac 48 
Met Gly Arg Lys Lys He Gin He Thr Arg He Met Asp Glu Arg Asn 

15 10 15 

cga cag gtc act ttt aca aag aga aag ttt gga tta atg aag aaa gec 96 
Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

tat gaa ctt agt gtg etc tgt gac tgt gaa ata gca etc ate att ttc 144 
Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu He He Phe 
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35 40 45 

aac age tct aac aaa ctg ttt caa tat get age act gat atg gac aaa 192 
Asn Ser Ser Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 

50 55 60 

gtt ctt etc aag tat aca gaa tat aat gaa cct cat gaa age aga ace 240 
Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 
65 70, 75 80 

aac teg gat att gtt gag get ctg aac aag aag gaa cac aga ggg tgc 288 
Asn Ser Asp He Val Glu Ala Leu Asn Lys Lys Glu His Arg Gly Cys 

85 90 95 

gac age cca gac cct gat act tea tat gtg eta act cca cat aca gaa 336 
Asp Ser Pro Asp Pro Asp Thr Ser Tyr Val Leu Thr Pro His Thr Glu 

100 105 110 

gaa aaa tat aaa aaa att aat gag gaa ttt gat aat atg atg egg aat 384 
Glu Lys Tyr Lys Lys He Asn Glu Glu Phe Asp Asn Met Met Arg Asn 

115 120 125 

cat aaa ate gca cct ggt ctg cca cct cag aac ttt tea atg tct gtc 432 
His Lys lie Ala Pro Gly Leu Pro Pro Gin Asn Phe Ser Met Ser Val 

130 135 140 

aca gtt cca gtg acc age ccc aat get ttg tec tac act aac cca ggg 480 
Thr Val Pro Val Thr Ser Pro Asn Ala Leu Ser Tyr Thr Asn Pro Gly 
145 150 155 160 

agt tea ctg gtg tec cca tct ttg gca gee age tea acg tta aca gat 528 
Ser Ser Leu Val Ser Pro Ser Leu Ala Ala Ser Ser Thr Leu Thr Asp 

165 170 175 

tea age atg etc tct cca cct caa acc aca tta cat aga aat gtg tct 576 
Ser Ser Met Leu Ser Pro Pro Gin Thr Thr Leu His Arg Asn Val Ser 

180 185 190 

cct gga get cct cag aga cca cca agt act ggc aat gca ggt ggg atg 624 
Pro Gly Ala Pro Gin Arg Pro Pro Ser Thr Gly Asn Ala Gly Gly Met 

195 200 205 

ttg age act aca gac etc aca gtg cca aat gga get gga age agt cca 672 
Leu Ser Thr Thr Asp Leu Thr Val Pro Asn Gly Ala Gly Ser Ser Pro 

210 215 220 

gtg ggg aat gga ttt gta aac tea aga get tct cca aat ttg att gga 720 
Val Gly Asn Gly Phe Val Asn Ser Arg Ala Ser Pro Asn Leu He Gly 
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225 230 235 240 

get act ggt gca aat age tta ggc aaa gtc atg cct aca aag tct ccc 768 

Ala Thr Gly Ala Asn Ser Leu Gly Lys Val Met Pro Thr Lys Ser Pro 

245 250 255 

cct cca cca ggt ggt ggt aat ctt gga atg aac agt agg aaa cca gat 816 
Pro Pro Pro Gly Gly Gly Asn Leu Gly Met Asn Ser Arg Lys Pro Asp 

260 265 270 

ctt cga gtt gtc ate ccc cct tea age aag ggc atg atg cct cca eta 864 
Leu Arg Val Val He Pro Pro Ser Ser Lys Gly Met Met Pro Pro Leu 

275 280 285 

teg gag gaa gag gaa ttg gag ttg aac ace caa agg ate agt agt tct 912 
Ser Glu Glu Glu Glu Leu Glu Leu Asn Thr Gin Arg lie Ser Ser Ser 

290 295 300 

caa gee act caa cct ctt get ace cca gtc gtg tct gtg aca ace cca 960 
Gin Ala Thr Gin Pro Leu Ala Thr Pro Val Val Ser Val Thr Thr Pro 
305 310 315 320 

age ttg cct ccg caa gga ctt gtg tac tea gca atg ccg act gee tac 1008 
Ser Leu Pro Pro Gin Gly Leu Val Tyr Ser Ala Met Pro Thr Ala Tyr 

325 330 335 

aac act gat tat tea ctg ace age get gac ctg tea gee ctt caa ggc 1056 
Asn Thr Asp Tyr Ser Leu Thr Ser Ala Asp Leu Ser Ala Leu Gin Gly 

340 345 350 

ttc aac teg cca gga atg ctg teg ctg gga cag gtg teg gee tgg cag 1104 
Phe Asn Ser Pro Gly Met Leu Ser Leu Gly Gin Val Ser Ala Trp Gin 

355 360 365 

cag cac cac eta gga caa gca gee etc age tct ctt gtt get gga ggg 1152 
Gin His His Leu Gly Gin Ala Ala Leu Ser Ser Leu Val Ala Gly Gly 

370 375 380 

cag tta tct cag ggt tec aat tta tec att aat ace aac caa aac ate 1200 
Gin Leu Ser Gin Gly Ser Asn Leu Ser He Asn Thr Asn Gin Asn He 
385 390 395 400 

age ate aag tec gaa ccg att tea cct cct egg gat cgt atg ace cca 1248 
Ser He Lys Ser Glu Pro lie Ser Pro Pro Arg Asp Arg Met Thr Pro 

405 410 415 

teg ggc ttc cag cag cag cag cag cag cag cag cag cag cag ccg ccg 1296 
Ser Gly Phe Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Pro Pro 
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420 425 430 

cca cca ccg cag ccc cag cca caa ccc ccg cag ccc cag ccc cga cag 1344 
Pro Pro Pro Gin Pro Gin Pro Gin Pro Pro Gin Pro Gin Pro Arg Gin 

435 440 445 

gaa atg ggg cgc tec cct gtg gac agt ctg age age tct agt age tec 1392 
Glu Met Gly Arg Ser Pro Val Asp Ser Leu Ser Ser Ser Ser Ser Ser 

450 455 460 

tat gat ggc agt gat egg gag gat cca egg ggc gac ttc cat tct cca 1440 
Tyr Asp Gly Ser Asp Arg Glu Asp Pro Arg Gly Asp Phe His Ser Pro 
465 470 475 480 

att gtg ctt ggc cga ccc cca aac act gag gac aga gaa age cct tct 1488 
He Val Leu Gly Arg Pro Pro Asn Thr Glu Asp Arg Glu Ser Pro Ser 

485 490 495 

gta aag cga atg agg atg gac gcg tgg gtg acc 1521 
Val Lys Arg Met Arg Met Asp Ala Trp Val Thr 
500 505 

<210> 15 
<211> 365 
<212> PRT 
<213> Homo sapiens 
<400> 15 

Met Gly Arg Lys Lys He Gin He Ser Arg He Leu Asp Gin Arg Asn 

15 10 15 

Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu He He Phe 

35 40 45 

Asn Ser Ala Asn Arg Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Arg 

50 55 60 

Val Leu Leu Lys Tyr Thr Glu Tyr Ser Glu Pro His Glu Ser Arg Thr 
65 70 75 80 

Asn Thr Asp He Leu Glu Thr Leu Lys Arg Arg Gly He Gly Leu Asp 

85 90 95 

Gly Pro Glu Leu Glu Pro Asp Glu Gly Pro Glu Glu Pro Gly Glu Lys 

100 105 110 

Phe Arg Arg Leu Ala Gly Glu Gly Gly Asp Pro Ala Leu Pro Arg Pro 
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115 120 125 

Arg Leu Tyr Pro Ala Ala Pro Ala Met Pro Ser Pro Asp Val Val Tyr 

130 135 140 

Gly Ala Leu Pro Pro Pro Gly Cys Asp Pro Ser Gly Leu Gly Glu Ala 
145 150 155 160 

Leu Pro Ala Gin Ser Arg Pro Ser Pro Phe Arg Pro Ala Ala Pro Lys 

165 170 175 

Ala Gly Pro Pro Gly Leu Val His Pro Leu Phe Ser Pro Ser His Leu 

180 185 190 

Thr Ser Lys Thr Pro Pro Pro Leu Tyr Leu Pro Thr Glu Gly Arg Arg 

195 200 205 

Ser Asp Leu Pro Gly Gly Leu Ala Gly Pro Arg Gly Gly Leu Asn Thr 

210 215 220 

Ser Arg Ser Leu Tyr Ser Gly Leu Gin Asn Pro Cys Ser Thr Ala Thr 
225 230 235 240 

Pro Gly Pro Pro Leu Gly Ser Phe Pro Phe Leu Pro Gly Gly Pro Pro 

245 250 255 

Val Gly Ala Glu Ala Trp Ala Arg Arg Val Pro Gin Pro Ala Ala Pro 

260 265 270 

Pro Arg Arg Pro Pro Gin Ser Ala Ser Ser Leu Ser Ala Ser Leu Arg 

275 280 285 

Pro Pro Gly Ala Pro Ala Thr Phe Leu Arg Pro Ser Pro He Pro Cys 

290 295 300 

Ser Ser Pro Gly Pro Trp Gin Ser Leu Cys Gly Leu Gly Pro Pro Cys 
305 310 315 320 

Ala Gly Cys Pro Trp Pro Thr Ala Gly Pro Gly Arg Arg Ser Pro Gly 

325 330 335 

Gly Thr Ser Pro Glu Arg Ser Pro Gly Thr Ala Arg Ala Arg Gly Asp 

340 345 350 

Pro Thr Ser Leu Gin Ala Ser Ser Glu Lys Thr Gin Gin 
355 360 

<210> 16 

<211> 1095 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> CDS 

<223> (1)..(1098) 

<400> 16 

atg ggg agg aaa aaa ate cag ate tec cgc ate ctg gac caa agg aat 48 
Met Gly Arg Lys Lys He Gin He Ser Arg He Leu Asp Gin Arg Asn 

1 5 10 15 

egg cag gtg acg ttc ace aag egg aag ttc ggg ctg atg aag aag gee 96 
Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

tat gag ctg age gtg etc tgt gac tgt gag ata gee etc ate ate ttc 144 
Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu lie Ala Leu He He Phe 

35 40 45 

aac age gee aac cgc etc ttc cag tat gee age acg gac atg gac cgt 192 
Asn Ser Ala Asn Arg Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Arg 

50 55 60 

gtg ctg ctg aag tac aca gag tac age gag ccc cac gag age cgc ace 240 
Val Leu Leu Lys Tyr Thr Glu Tyr Ser Glu Pro His Glu Ser Arg Thr 
65 70 75 80 

aac act gac ate etc gag acg ctg aag egg agg ggc att ggc etc gat 288 
Asn Thr Asp He Leu Glu Thr Leu Lys Arg Arg Gly He Gly Leu Asp 

85 90 95 

ggg cca gag ctg gag ccg gat gaa ggg cct gag gag cca gga gag aag 336 
Gly Pro Glu Leu Glu Pro Asp Glu Gly Pro Glu Glu Pro Gly Glu Lys 

100 105 110 

ttt egg agg ctg gca ggc gaa ggg ggt gat ccg gec ttg ccc cga ccc 384 
Phe Arg Arg Leu Ala Gly Glu Gly Gly Asp Pro Ala Leu Pro Arg Pro 

115 120 125 

egg ctg tat cct gca get cct get atg ccc age cca gat gtg gta tac 432 
Arg Leu Tyr Pro Ala Ala Pro Ala Met Pro Ser Pro Asp Val Val Tyr 

130 135 140 

ggg gec tta ccg cca cca ggc tgt gac ccc agt ggg ctt ggg gaa gca 480 
Gly Ala Leu Pro Pro Pro Gly Cys Asp Pro Ser Gly Leu Gly Glu Ala 
145 150 155 160 

ctg ccc gec cag age cgc cca tct ccc ttc cga cca gca gec ccc aaa 528 
Leu Pro Ala Gin Ser Arg Pro Ser Pro Phe Arg Pro Ala Ala Pro Lys 
165 170 175 
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gcc ggg 


ccc 


cca ggc ctg 


gtg 


cac 


cct 


etc 


ttc 


tea 


cca age cac etc 


576 


Ala Gly 


Pro 


Pro Gly Leu 


Val 


His 


Pro 


Leu 


Phe 


Ser 


Pro Ser His Leu 








180 






185 








190 




acc age 


aag 


aca cca ccc 


cca 


ctg 


tac 


ctg 


ccg 


acg 


gaa ggg egg agg 


624 


Thr Ser 


Lys 


Thr Pro Pro 


Pro 


Leu 


Tyr 


Leu 


Pro 


Thr 


Glu Gly Arg Arg 






195 






200 










205 




tea gac 


ctg 


cct ggt ggc 


ctg 


get 


ggg 


ccc 


cga 


ggg 


gga eta aac acc 


672 


Ser Asp 


Leu 


Pro Gly Gly 


Leu 


Ala 


Gly 


Pro 


Arg 


Gly 


Gly Leu Asn Thr 




210 






215 










220 






tec aga 


age 


etc tac agt 


ggc 


ctg 


cag 


aac 


ccc 


tgc 


tec act gca act 


720 


Ser Arg 


Ser 


Leu Tyr Ser 


Gly 


Leu 


Gin 


Asn 


Pro 


Cys 


Ser Thr Ala Thr 




225 




230 










235 




240 




ccc gga 


ccc 


cca ctg ggg 


age 


ttc 


ccc 


ttc 


etc 


ccc 


gga ggc ccc cca 


768 


Pro Gly 


Pro 


Pro Leu Gly 


Ser 


Phe 


Pro 


Phe 


Leu 


Pro 


Gly Gly Pro Pro 








245 








250 






255 




gtg ggg 


gcc 


gaa gcc tgg 


gcg 


agg 


agg 


gtc 


ccc 


caa 


ccc gcg gcg cct 


816 


Val Gly 


Ala 


Glu Ala Trp 


Ala 


Arg 


Arg 


Val 


Pro 


Gin 


Pro Ala Ala Pro 








260 






265 








270 




ccc cgc 


cga 


ccc ccc cag 


tea 


gca 


tea 


agt 


ctg 


age 


gcc tct etc egg 


864 


Pro Arg 


Arg 


Pro Pro Gin 


Ser 


Ala 


Ser 


Ser 


Leu 


Ser 


Ala Ser Leu Arg 






275 






280 










285 




ccc ccg 


ggg 


gcc ccg gcg 


act 


ttc 


eta 


aga 


cct 


tec 


cct ate cct tgc 


912 


Pro Pro 


Gly 


Ala Pro Ala 


Thr 


Phe 


Leu 


Arg 


Pro 


Ser 


Pro He Pro Cys 




290 






295 










300 






tec teg 


ccc 


ggt ccc tgg 


cag 


age 


etc 


tgc 


ggc 


ctg 


ggc ccg ccc tgc 


960 


Ser Ser 


Pro 


Gly Pro Trp 


Gin 


Ser 


Leu 


Cys 


Gly 


Leu 


Gly Pro Pro Cys 




305 




310 










315 




320 




gcc ggc 


tgc 


cct tgg ccg 


acg 


get 


ggc 


ccc 


ggt 


agg 


aga tea ccc ggt 


1008 


Ala Gly 


Cys 


Pro Trp Pro 


Thr 


Ala 


Gly 


Pro 


Gly 


Arg 


Arg Ser Pro Gly 








325 








330 






335 




ggc acc 


age 


cca gag cgc 


teg 


cca 


ggt 


acg 


gcg 


agg 


gca cgt ggg gac 


1056 


Gly Thr 


Ser 


Pro Glu Arg 


Ser 


Pro 


Gly 


Thr 


Ala 


Arg 


Ala Arg Gly Asp 








340 






345 








350 




ccc acc 


tec 


etc cag gcc 


tct 


tea 


gag 


aag 


acc 


caa 


cag 


1095 


Pro Thr 


Ser 


Leu Gin Ala 


Ser 


Ser 


Glu 


Lys 


Thr 


Gin 


Gin 






355 






360 










365 
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<210> 17 

<211> 465 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Met Gly Arg Lys Lys He Gin He Thr Arg He Met Asp Glu Arg Asn 

1:5 10 15 

Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu lie lie Phe 

35 40 45 

Asn Ser Thr Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 

50 55 60 

Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 
65 70 75 80 

Asn Ser Asp He Val Glu Thr Leu Arg Lys Lys Gly Leu Asn Gly Cys 

85 90 95 

Asp Ser Pro Asp Pro Asp Ala Asp Asp Ser Val Gly His Ser Pro Glu 

100 105 110 

Ser Glu Asp Lys Tyr Arg Lys He Asn Glu Asp He Asp Leu Met He 

115 120 125 

Ser Arg Gin Arg Leu Cys Ala Val Pro Pro Pro Asn Phe Glu Met Pro 

130 135 140 

Val Ser He Pro Val Ser Ser His Asn Ser Leu Val Tyr Ser Asn Pro 
145 150 155 160 

Val Ser Ser Leu Gly Asn Pro Asn Leu Leu Pro Leu Ala His Pro Ser 

165 170 175 

Leu Gin Arg Asn Ser Met Ser Pro Gly Val Thr His Arg Pro Pro Ser 

180 185 190 

Ala Gly Asn Thr Gly Gly Leu Met Gly Gly Asp Leu Thr Ser Gly Ala 

195 200 205 

Gly Thr Ser Ala Gly Asn Gly Tyr Gly Asn Pro Arg Asn Ser Pro Gly 

210 215 220 

Leu Leu Val Ser Pro Gly Asn Leu Asn Lys Asn Met Gin Ala Lys Ser 
225 230 235 240 

Pro Pro Pro Met Asn Leu Gly Met Asn Asn Arg Lys Pro Asp Leu Arg 
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245 250 255 

Val Leu He Pro Pro Gly Ser Lys Asn Thr Met Pro Ser Val Asn Gin 

260 265 270 

Arg He Asn Asn Ser Gin Ser Ala Gin Ser Leu Ala Thr Pro Val Val 

275 280 285 

Ser Val Ala Thr Pro Thr Leu Pro Gly Gin Gly Met Gly Gly Tyr Pro 

290 295 300 

Ser Ala He Ser Thr Thr Tyr Gly Thr Glu Tyr Ser Leu Ser Ser Ala 
305 310 315 320 

Asp Leu Ser Ser Leu Ser Gly Phe Asn Thr Ala Ser Ala Leu His Leu 

325 330 335 

Gly Ser Val Thr Gly Trp Gin Gin Gin His Leu His Asn Met Pro Pro 

340 345 350 

Ser Ala Leu Ser Gin Leu Gly Ala Cys Thr Ser Thr His Leu Ser Gin 

355 360 365 

Ser Ser Asn Leu Ser Leu Pro Ser Thr Gin Ser Leu Asn He Lys Ser 

370 375 380 

Glu Pro Val Ser Pro Pro Arg Asp Arg Thr Thr Thr Pro Ser Arg Tyr 
385 390 395 400 

Pro Gin His Thr Arg His Glu Ala Gly Arg Ser Pro Val Asp Ser Leu 

405 410 415 

Ser Ser Cys Ser Ser Ser Tyr Asp Gly Ser Asp Arg Glu Asp His Arg 

420 425 430 

Asn Glu Phe His Ser Pro He Gly Leu Thr Arg Pro Ser Pro Asp Glu 

435 440 445 

Arg Glu Ser Pro Ser Val Lys Arg Met Arg Leu Ser Glu Gly Trp Ala 
450 455 460 

Thr 

<210> 18 
<211> 1395 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1).. (1398) 

<400> 18 
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atg ggg aga aaa aag att cag att acg agg att atg gat gaa cgt aac 48 
Met Gly Arg Lys Lys He Gin He Thr Arg He Met Asp Glu Arg Asn 

15 10 15 

aga cag gtg aca ttt aca aag agg aaa ttt ggg ttg atg aag aag get 96 
Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

tat gag ctg age gtg ctg tgt gac tgt gag att gcg ctg ate ate ttc 144 
Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu He He Phe 

35 40 45 

aac age acc aac aag ctg ttc cag tat gec age acc gac atg gac aaa 192 
Asn Ser Thr Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 

50 55 60 

gtg ctt etc aag tac acg gag tac aac gag ccg cat gag age egg aca 240 
Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 
65 70 75 80 

aac tea gac ate gtg gag acg ttg aga aag aag ggc ctt aat ggc tgt 288 
Asn Ser Asp He Val Glu Thr Leu Arg Lys Lys Gly Leu Asn Gly Cys 

85 90 95 

gac age cca gac ccc gat gcg gac gat tec gta ggt cac age cct gag 336 
Asp Ser Pro Asp Pro Asp Ala Asp Asp Ser Val Gly His Ser Pro Glu 

100 105 110 

tct gag gac aag tac agg aaa att aac gaa gat att gat eta atg ate 384 
Ser Glu Asp Lys Tyr Arg Lys He Asn Glu Asp He Asp Leu Met lie 

115 120 125 

age agg caa aga ttg tgt get gtt cca cct ccc aac ttc gag atg cca 432 
Ser Arg Gin Arg Leu Cys Ala Val Pro Pro Pro Asn Phe Glu Met Pro 

130 135 140 

gtc tec ate cca gtg tec age cac aac agt ttg gtg tac age aac cct 480 
Val Ser He Pro Val Ser Ser His Asn Ser Leu Val Tyr Ser Asn Pro 
145 150 155 160 

gtc age tea ctg gga aac ccc aac eta ttg cca ctg get cac cct tct 528 
Val Ser Ser Leu Gly Asn Pro Asn Leu Leu Pro Leu Ala His Pro Ser 

165 170 175 

ctg cag agg aat agt atg tct cct ggt gta aca cat cga cct cca agt 576 
Leu Gin Arg Asn Ser Met Ser Pro Gly Val Thr His Arg Pro Pro Ser 
180 185 190 
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gca ggt aac aca ggt ggt ctg atg ggt gga gac etc acg tct ggt gca 624 
Ala Gly Asn Thr Gly Gly Leu Met Gly Gly Asp Leu Thr Ser Gly Ala 

195 200 205 

ggc acc agt gca ggg aac ggg tat ggc aat ccc cga aac tea cca ggt 672 
Gly Thr Ser Ala Gly Asn Gly Tyr Gly Asn Pro Arg Asn Ser Pro Gly 

210 215 220 

ctg ctg gtc tea cct ggt aac ttg aac aag aat atg caa gca aaa tct 720 
Leu Leu Val Ser Pro Gly Asn Leu Asn Lys Asn Met Gin Ala Lys Ser 
225 230 235 240 

cct ccc cca atg aat tta gga atg aat aac cgt aaa cca gat etc cga 768 
Pro Pro Pro Met Asn Leu Gly Met Asn Asn Arg Lys Pro Asp Leu Arg 

245 250 255 

gtt ctt att cca cca ggc age aag aat acg atg cca tea gtg aat caa 816 
Val Leu He Pro Pro Gly Ser Lys Asn Thr Met Pro Ser Val Asn Gin . 

260 265 270 

agg ata aat aac tec cag teg get cag tea ttg get acc cca gtg gtt 864 
Arg He Asn Asn Ser Gin Ser Ala Gin Ser Leu Ala Thr Pro Val Val 

275 280 285 

tec gta gca act cct act tta cca gga caa gga atg gga gga tat cca 912 
Ser Val Ala Thr Pro Thr Leu Pro Gly Gin Gly Met Gly Gly Tyr Pro 

290 295 300 

tea gee att tea aca aca tat ggt acc gag tac tct ctg agt agt gca 960 
Ser Ala He Ser Thr Thr Tyr Gly Thr Glu Tyr Ser Leu Ser Ser Ala 
305 310 315 320 

gac ctg tea tct ctg tct ggg ttt aac acc gee age get ctt cac ctt 1008 
Asp Leu Ser Ser Leu Ser Gly Phe Asn Thr Ala Ser Ala Leu His Leu 

325 330 335 

ggt tea gta act ggc tgg caa cag caa cac eta cat aac atg cca cca 1056 
Gly Ser Val Thr Gly Trp Gin Gin Gin His Leu His Asn Met Pro Pro 

340 345 350 

tct gee etc agt cag ttg gga get tgc act age act cat tta tct cag 1104 
Ser Ala Leu Ser Gin Leu Gly Ala Cys Thr Ser Thr His Leu Ser Gin 

355 360 365 

agt tea aat etc tec ctg cct tct act caa age etc aac ate aag tea 1152 
Ser Ser Asn Leu Ser Leu Pro Ser Thr Gin Ser Leu Asn He Lys Ser 

370 375 380 
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gaa cct gtt tct cct cct aga gac cgt acc acc acc cct teg aga tac 1200 
Glu Pro Val Ser Pro Pro Arg Asp Arg Thr Thr Thr Pro Ser Arg Tyr 
385 390 395 400 

cca caa cac acg cgc cac gag gcg ggg aga tct cct gtt gac age ttg 1248 
Pro Gin His Thr Arg His Glu Ala Gly Arg Ser Pro Val Asp Ser Leu 

405 410 415 

age age tgt age agt teg tac gac ggg age gac cga gag gat cac egg 1296 
Ser Ser Cys Ser Ser Ser Tyr Asp Gly Ser Asp Arg Glu Asp His Arg 

420 425 430 

aac gaa ttc cac tec ccc att gga etc acc aga cct teg ccg gac gaa 1344 
Asn Glu Phe His Ser Pro lie Gly Leu Thr Arg Pro Ser Pro Asp Glu 

435 440 445 

agg gaa agt ccc tea gtc aag cgc atg cga ctt tct gaa gga tgg gca 1392 
Arg Glu Ser Pro Ser Val Lys Arg Met Arg Leu Ser Glu Gly Trp Ala 

450 455 460 

aca 1395 
Thr 
465 

<210> 19 

<211> 521 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Met Gly Arg Lys Lys He Gin He Gin Arg He Thr Asp Glu Arg Asn 

15 10 15 

Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu He He Phe 

35 40 45 

Asn His Ser Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 

50 55 60 

Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 
65 70 75 80 

Asn Ala Asp He He Glu Thr Leu Arg Lys Lys Gly Phe Asn Gly Cys 

85 90 95 

Asp Ser Pro Glu Pro Asp Gly Glu Asp Ser Leu Glu Gin Ser Pro Leu 
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100 105 110 

Leu Glu Asp Lys Tyr Arg Arg Ala Ser Glu Glu Leu Asp Gly Leu Phe 

115 120 125 

Arg Arg Tyr Gly Ser Thr Val Pro Ala Pro Asn Phe Ala Met Pro Val 

130 135 140 

Thr Val Pro Val Ser Asn Gin Ser Ser Leu Gin Phe Ser Asn Pro Ser 
145 150 155 160 

Gly Ser Leu Val Thr Pro Ser Leu Val Thr Ser Ser Leu Thr Asp Pro 

165 170 175 

Arg Leu Leu Ser Pro Gin Gin Pro Ala Leu Gin Arg Asn Ser Val Ser 

180 185 190 

Pro Gly Leu Pro Gin Arg Pro Ala Ser Ala Gly Ala Met Leu Gly Gly 

195 200 205 

Asp Leu Asn Ser Ala Asn Gly Ala Cys Pro Ser Pro Val Gly Asn Gly 

210 215 220 

Tyr Val Ser Ala Arg Ala Ser Pro Gly Leu Leu Pro Val Ala Asn Gly 
225 230 235 240 

Asn Ser Leu Asn Lys Val He Pro Ala Lys Ser Pro Pro Pro Pro Thr 

245 250 255 

His Ser Thr Gin Leu Gly Ala Pro Ser Arg Lys Pro Asp Leu Arg Val 

260 265 270 

He Thr Ser Gin Ala Gly Lys Gly Leu Met His His Leu Thr Glu Asp 

275 280 285 

His Leu Asp Leu Asn Asn Ala Gin Arg Leu Gly Val Ser Gin Ser Thr 

290 295 300 

His Ser Leu Thr Thr Pro Val Val Ser Val Ala Thr Pro Ser Leu Leu 
305 310 315 320 

Ser Gin Gly Leu Pro Phe Ser Ser Met Pro Thr Ala Tyr Asn Thr Asp 

325 330 335 

Tyr Gin Leu Thr Ser Ala Glu Leu Ser Ser Leu Pro Ala Phe Ser Ser 

340 345 350 

Pro Gly Gly Leu Ser Leu Gly Asn Val Thr Ala Trp Gin Gin Pro Gin 

355 360 365 

Gin Pro Gin Gin Pro Gin Gin Pro Gin Pro Pro Gin Gin Gin Pro Pro 

370 375 380 

Gin Pro Gin Gin Pro Gin Pro Gin Gin Pro Gin Gin Pro Gin Gin Pro 
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385 390 395 400 

Pro Gin Gin Gin Ser His Leu Val Pro Val Ser Leu Ser Asn Leu lie 

405 410 415 

Pro Gly Ser Pro Leu Pro His Val Gly Ala Ala Leu Thr Val Thr Thr 

420 425 430 

His Pro His He Ser He Lys Ser Glu Pro Val Ser Pro Ser Arg Glu 

435 440 445 

Arg Ser Pro Ala Pro Pro Pro Pro Ala Val Phe Pro Ala Ala Arg Pro 

450 455 460 

Glu Pro Gly Asp Gly Leu Ser Ser Pro Ala Gly Gly Ser Tyr Glu Thr 
465 470 475 480 

Gly Asp Arg Asp Asp Gly Arg Gly Asp Phe Gly Pro Thr Leu Gly Leu 

485 490 495 

Leu Arg Pro Ala Pro Glu Pro Glu Ala Glu Gly Ser Ala Val Lys Arg 

500 505 510 

Met Arg Leu Asp Thr Trp Thr Leu Lys 
515 520 

<210> 20 
<211> 1563 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1). .(1566) 

<400> 20 

atg ggg agg aaa aag att cag ate cag cga ate acc gac gag egg aac 48 
Met Gly Arg Lys Lys He Gin He Gin Arg He Thr Asp Glu Arg Asn 
. 1 5 10 15 

cga cag gtg act ttc acc aag egg aag ttt ggc ctg atg aag aag gcg 96 
Arg Gin Val Thr Phe Thr Lys Arg Lys Phe Gly Leu Met Lys Lys Ala 

20 25 30 

tat gag ctg age gtg eta tgt gac tgc gag ate gca etc ate ate ttc 144 
Tyr Glu Leu Ser Val Leu Cys Asp Cys Glu He Ala Leu He He Phe 

35 40 45 

aac cac tec aac aag ctg ttc cag tac gec age acc gac atg gac aag 192 
Asn His Ser Asn Lys Leu Phe Gin Tyr Ala Ser Thr Asp Met Asp Lys 
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50 55 60 

gtg ctg etc aag tac acg gag tac aat gag cca cac gag age cgc ace 240 
Val Leu Leu Lys Tyr Thr Glu Tyr Asn Glu Pro His Glu Ser Arg Thr 
65 70 75 80 

aac gee gac ate ate gag ace ctg agg aag aag ggc ttc aat ggc tgc 288 
Asn Ala Asp lie He Glu Thr Leu Arg Lys Lys Gly Phe Asn Gly Cys 

85 90 95 

gac age ccc gag ccc gac ggg gag gac teg ctg gaa cag age ccc ctg 336 
Asp Ser Pro Glu Pro Asp Gly Glu Asp Ser Leu Glu Gin Ser Pro Leu 

100 105 110 

ctg gag gac aag tac cga cgc gec age gag gag etc gac ggg etc ttc 384 
Leu Glu Asp Lys Tyr Arg Arg Ala Ser Glu Glu Leu Asp Gly Leu Phe 

115 120 125 

egg cgc tat ggg tea act gtc ccg gee ccc aac ttt gee atg cct gtc 432 
Arg Arg Tyr Gly Ser Thr Val Pro Ala Pro Asn Phe Ala Met Pro Val 

130 135 140 

acg gtg ccc gtg tec aat cag age tea ctg cag ttc age aat ccc age 480 
Thr Val Pro Val Ser Asn Gin Ser Ser Leu Gin Phe Ser Asn Pro Ser 
145 150 155 160 

ggc tec ctg gtc acc cct tec ctg gtg aca tea tec etc acg gac ccg 528 
Gly Ser Leu Val Thr Pro Ser Leu Val Thr Ser Ser Leu Thr Asp Pro 

165 170 175 

egg etc ctg tec ccc cag cag cca gca eta cag agg aac agt gtg tct 576 
Arg Leu Leu Ser Pro Gin Gin Pro Ala Leu Gin Arg Asn Ser Val Ser 

180 185 190 

cct ggc ctg ccc cag egg cca get agt gcg ggg gee atg ctg ggg ggt 624 
Pro Gly Leu Pro Gin Arg Pro Ala Ser Ala Gly Ala Met Leu Gly Gly 

195 200 205 

gac ctg aac agt get aac gga gee tgc ccc age cct gtt ggg aat ggc 672 
Asp Leu Asn Ser Ala Asn Gly Ala Cys Pro Ser Pro Val Gly Asn Gly 

210 215 220 

tac gtc agt get egg get tec cct ggc etc etc cct gtg gee aat ggc 720 
Tyr Val Ser Ala Arg Ala Ser Pro Gly Leu Leu Pro Val Ala Asn Gly 
225 230 235 240 

aac age eta aac aag gtc ate cct gec aag tct ccg ccc cca cct acc 768 
Asn Ser Leu Asn Lys Val He Pro Ala Lys Ser Pro Pro Pro Pro Thr 
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245 250 255 

cac age acc cag ctt gga gec ccc age cgc aag ccc gac ctg cga gtc 816 
His Ser Thr Gin Leu Gly Ala Pro Ser Arg Lys Pro Asp Leu Arg Val 

260 265 270 

ate act tec cag gca gga aag ggg tta atg cat cac ttg act gag gac 864 
He Thr Ser Gin Ala Gly Lys Gly Leu Met His His Leu Thr Glu Asp 

275 280 285 

cat tta gat ctg aac aat gec cag cgc ctt ggg gtc tec cag tct act 912 
His Leu Asp Leu Asn Asn Ala Gin Arg Leu Gly Val Ser Gin Ser Thr 

290 295 300 

cat teg etc acc acc cca gtg gtt tct gtg gca acg ccg agt tta etc 960 
His Ser Leu Thr Thr Pro Val Val Ser Val Ala Thr Pro Ser Leu Leu 
305 310 315 320 

age cag ggc etc ccc ttc tct tec atg ccc act gec tac aac aca gat 1008 
Ser Gin Gly Leu Pro Phe Ser Ser Met Pro Thr Ala Tyr Asn Thr Asp 

325 330 335 

tac cag ttg acc agt gca gag etc tec tec tta cca gec ttt agt tea 1056 
Tyr Gin Leu Thr Ser Ala Glu Leu Ser Ser Leu Pro Ala Phe Ser Ser 

340 345 350 

cct ggg ggg ctg teg eta ggc aat gtc act gec tgg caa cag cca cag 1104 
Pro Gly Gly Leu Ser Leu Gly Asn Val Thr Ala Trp Gin Gin Pro Gin 

355 360 365 

cag ccc cag cag ccg cag cag cca cag cct cca cag cag cag cca ccg 1152 
Gin Pro Gin Gin Pro Gin Gin Pro Gin Pro Pro Gin Gin Gin Pro Pro 

370 375 380 

cag cca cag cag cca cag cca cag cag cct cag cag ccg caa cag cca 1200 
Gin Pro Gin Gin Pro Gin Pro Gin Gin Pro Gin Gin Pro Gin Gin Pro 
385 390 395 400 

cct cag caa cag tec cac ctg gtc cct gta tct etc age aac etc ate 1248 
Pro Gin Gin Gin Ser His Leu Val Pro Val Ser Leu Ser Asn Leu He 

405 410 415 

ccg ggc age ccc ctg ccc cac gtg ggt get gec etc aca gtc acc acc 1296 
Pro Gly Ser Pro Leu Pro His Val Gly Ala Ala Leu Thr Val Thr Thr 

420 425 430 

cac ccc cac ate age ate aag tea gaa ccg gtg tec cca age cgt gag 1344 
His Pro His He Ser He Lys Ser Glu Pro Val Ser Pro Ser Arg Glu 
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435 440 445 

cgc age cct gcg cct ccc cct cca get gtg ttc cca get gee cgc cct 1392 
Arg Ser Pro Ala Pro Pro Pro Pro Ala Val Phe Pro Ala Ala Arg Pro 

450 455 460 

gag cct ggc gat ggt etc age age cca gee ggg gga tec tat gag acg 1440 
Glu Pro Gly Asp Gly Leu Ser Ser Pro Ala Gly Gly Ser Tyr Glu Thr 
465 470 475 480 

gga gac egg gat gac gga egg ggg gac ttc ggg ccc aca ctg ggc ctg 1488 
Gly Asp Arg Asp Asp Gly Arg Gly Asp Phe Gly Pro Thr Leu Gly Leu 

485 490 495 

ctg cgc cca gee cca gag cct gag get gag ggc tea get gtg aag agg 1536 
Leu Arg Pro Ala Pro Glu Pro Glu Ala Glu Gly Ser Ala Val Lys Arg 

500 505 510 

atg egg ctt gat acc tgg aca tta aag 1563 
Met Arg Leu Asp Thr Trp Thr Leu Lys 
515 520 

<210> 21 
<211> 217 
<212> PRT 

<213> Rattus norvegicus 
<400> 21 

Met Ser Leu Val Gly Gly Phe Pro His His Pro Val Val His His Glu 

1 5 10 15 

Gly Tyr Pro Phe Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 

20 25 30 

Ser Arg Cys Ser His Glu Glu Asn Pro Tyr Phe His Gly Trp Leu He 

35 40 45 

Gly His Pro Glu Met Ser Pro Pro Asp Tyr Ser Met Ala Leu Ser Tyr 

50 55 60 

Ser Pro Glu Tyr Ala Ser Gly Ala Ala Gly Leu Asp His Ser His Tyr 
65 70 75 80 

Gly Gly Val Pro Pro Gly Ala Gly Pro Pro Gly Leu Gly Gly Pro Arg 

85 90 95 

Pro Val Lys Arg Arg Gly Thr Ala Asn Arg Lys Glu Arg Arg Arg Thr 

100 105 110 

Gin Ser lie Asn Ser Ala Phe Ala Glu Leu Arg Glu Cys lie Pro Asn 
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115 120 125 

Val Pro Ala Asp Thr Lys Leu Ser Lys He Lys Thr Leu Arg Leu Ala 

130 135 140 

Thr Ser Tyr He Ala Tyr Leu Met Asp Leu Leu Ala Lys Asp Asp Gin 
145 150 155 160 

Asn Gly Glu Ala Glu Ala Phe Lys Ala Glu He Lys Lys Thr Asp Val 

165 170 175 

Lys Glu Glu Lys Arg Lys Lys Glu Leu Asn Glu He Leu Lys Ser Thr 

180 185 190 

Val Ser Ser Asn Asp Lys Lys Thr Lys Gly Arg Thr Gly Trp Pro Gin 

195 200 205 

His Val Trp Ala Leu Glu Leu Lys Gin 

210 215 
<210> 22 
<211> 651 
<212> DNA 

<213> Rattus norvegicus 
<220> 
<221> CDS 
<223> (1). . (654) 
<400> 22 

atg agt ctg gtg ggg ggc ttt ccc cac cac ccc gtg gtg cac cat gag 48 
Met Ser Leu Val Gly Gly Phe Pro His His Pro Val Val His His Glu 

15 10 15 

ggc tac ccg ttc gcc gca gcc gca gcc gcc get get get gec gec gec 96 
Gly Tyr Pro Phe Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 

20 25 30 

age cgc tgc agt cac gag gag aac ccc tat ttc cac ggc tgg ctt att 144 
Ser Arg Cys Ser His Glu Glu Asn Pro Tyr Phe His Gly Trp Leu He 

35 40 45 

ggc cac ccg gag atg teg ccc ccc gac tac age atg gcc ctg tec tac 192 
Gly His Pro Glu Met Ser Pro Pro Asp Tyr Ser Met Ala Leu Ser Tyr 

50 55 60 

agt ccc gag tac gcc age ggt gcc gcg ggc ctg gac cac tec cat tat 240 
Ser Pro Glu Tyr Ala Ser Gly Ala Ala Gly Leu Asp His Ser His Tyr 
65 70 75 80 
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ggg gga gtg ccg ccc ggt gcc ggg cct ccc ggc ctg ggg ggg ccg cgc 288 
Gly Gly Val Pro Pro Gly Ala Gly Pro Pro Gly Leu Gly Gly Pro Arg 

85 90 95 

ccg gtg aag cgt egg ggc ace gcc aac cgc aag gag egg cgc agg act 336 
Pro Val Lys Arg Arg Gly Thr Ala Asn Arg Lys Glu Arg Arg Arg Thr 

100 105 110 

cag age ate aac age gcc ttc gcc gag ctg cgc gag tgc ate ccc aac 384 
Gin Ser He Asn Ser Ala Phe Ala Glu Leu Arg Glu Cys He Pro Asn 

115 120 125 

gtg ccc gcc gac acc aaa etc tec aaa ate aag act ctg cgc ctg gcc 432 
Val Pro Ala Asp Thr Lys Leu Ser Lys He Lys Thr Leu Arg Leu Ala 

130 135 140 

acc age tac ate gcc tac etc atg gat ctg ctg gcc aag gac gac cag 480 
Thr Ser Tyr He Ala Tyr Leu Met Asp Leu Leu Ala Lys Asp Asp Gin 
145 150 155 160 

aac gga gag gcg gag gcc ttc aag gcg gag ate aag aag acc gac gtg 528 
Asn Gly Glu Ala Glu Ala Phe Lys Ala Glu He Lys Lys Thr Asp Val 

165 170 175 

aaa gag gag aag agg aag aaa gag ctg aat gaa ate ttg aaa agt aca 576 
Lys Glu Glu Lys Arg Lys Lys Glu Leu Asn Glu He Leu Lys Ser Thr 

180 185 190 

gtg age age aac gac aag aaa acc aaa ggc egg aca ggc tgg cca cag 624 
Val Ser Ser Asn Asp Lys Lys Thr Lys Gly Arg Thr Gly Trp Pro Gin 

195 200 205 

cac gtc tgg gcc ctg gag etc aag cag 651 
His Val Trp Ala Leu Glu Leu Lys Gin 

210 215 
<210> 23 
<211> 215 
<212> PRT 

<213> Homo sapiens 
<400> 23 

Met Asn Leu Val Gly Ser Tyr Ala His His His His His His His Pro 

1 5 10 15 

His Pro Ala His Pro Met Leu His Glu Pro Phe Leu Phe Gly Pro Ala 
20 25 30 
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Ser Arg Cys His Gin Glu Arg Pro Tyr Phe Gin Ser Trp Leu Leu Ser 

35 40 45 

Pro Ala Asp Ala Ala Pro Asp Phe Pro Ala Gly Gly Pro Pro Pro Ala 

50 55 60 

Ala Ala Ala Ala Ala Thr Ala Tyr Gly Pro Asp Ala Arg Pro Gly Gin 
65 70 75 80 

Ser Pro Gly Arg Leu Glu Ala Leu Gly Gly Arg Leu Gly Arg Arg Lys 

85 90 95 

Gly Ser Gly Pro Lys Lys Glu Arg Arg Arg Thr Glu Ser lie Asn Ser 

100 105 110 

Ala Phe Ala Glu Leu Arg Glu Cys He Pro Asn Val Pro Ala Asp Thr 

115 120 125 

Lys Leu Ser Lys He Lys Thr Leu Arg Leu Ala Thr Ser Tyr He Ala 

130 135 140 

Tyr Leu Met Asp Val Leu Ala Lys Asp Ala Gin Ser Gly Asp Pro Glu 
145 150 155 160 

Ala Phe Lys Ala Glu Leu Lys Lys Ala Asp Gly Gly Arg Glu Ser Lys 

165 170 175 

Arg Lys Arg Glu Leu Gin Gin His Glu Gly Phe Pro Pro Ala Leu Gly 

180 185 190 

Pro Val Glu Lys Arg He Lys Gly Arg Thr Gly Trp Pro Gin Gin Val 

195 200 205 

Trp Ala Leu Glu Leu Asn Gin 

210 
<210> 24 
<211> 645 
<212> DNA 
<213> Homo sapiens 
<220> 
<221> CDS 
<223> (1). .(648) 
<400> 24 

atg aac etc gtg ggc age tac gca cac cat cac cac cat cac cac ccg 48 
Met Asn Leu Val Gly Ser Tyr Ala His His His His His His His Pro 

1 5 10 15 

cac cct gcg cac ccc atg etc cac gaa ccc ttc etc ttc ggt ccg gec 96 
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His Pro Ala His Pro Met Leu His Glu Pro Phe Leu Phe Gly Pro Ala 

20 25 30 

teg cgc tgt cat cag gaa agg ccc tac ttc cag age tgg ctg ctg age 144 
Ser Arg Cys His Gin Glu Arg Pro Tyr Phe Gin Ser Trp Leu Leu Ser 

35 40 45 

ccg get gac get gee ccg gac ttc cct gcg ggc ggg ccg ccg ccc gcg 192 
Pro Ala Asp Ala Ala Pro Asp Phe Pro Ala Gly Gly Pro Pro Pro Ala 

50 55 60 

gec get gca gec gec acc gec tat ggt cct gac gec agg cct ggg cag 240 
Ala Ala Ala Ala Ala Thr Ala Tyr Gly Pro Asp Ala Arg Pro Gly Gin 
65 70 75 80 

age ccc ggg egg ctg gag gcg ctt ggc ggc cgt ctt ggc egg egg aaa 288 
Ser Pro Gly Arg Leu Glu Ala Leu Gly Gly Arg Leu Gly Arg Arg Lys 

85 90 95 

ggc tea gga ccc aag aag gag egg aga cgc act gag age att aac age 336 
Gly Ser Gly Pro Lys Lys Glu Arg Arg Arg Thr Glu Ser He Asn Ser 

100 105 110 

gca ttc gcg gag ttg cgc gag tgc ate ccc aac gtg ccg gee gac acc 384 • 
Ala Phe Ala Glu Leu Arg Glu Cys He Pro Asn Val Pro Ala Asp Thr 

115 120 125 

aag etc tec aag ate aag act ctg cgc eta gec acc age tac ate gec 432 
Lys Leu Ser Lys lie Lys Thr Leu Arg Leu Ala Thr Ser Tyr He Ala 

130 135 140 

tac ctg atg gac gtg ctg gee aag gat gca cag tct ggc gat ccc gag 480 
Tyr Leu Met Asp Val Leu Ala Lys Asp Ala Gin Ser Gly Asp Pro Glu 
145 150 155 160 

gee ttc aag get gaa etc aag aag gcg gat ggc ggc cgt gag age aag 528 
Ala Phe Lys Ala Glu Leu Lys Lys Ala Asp Gly Gly Arg Glu Ser Lys 

165 170 175 

egg aaa agg gag ctg cag cag cac gaa ggt ttt cct cct gee ctg ggc 576 
Arg Lys Arg Glu Leu Gin Gin His Glu Gly Phe Pro Pro Ala Leu Gly 

180 185 190 

cca gtc gag aag agg att aaa gga cgc acc ggc tgg ccg cag caa gtc , 624 
Pro Val Glu Lys Arg He Lys Gly Arg Thr Gly Trp Pro Gin Gin Val 

195 200 205 

tgg gcg ctg gag tta aac cag 645 
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Trp Ala Leu Glu Leu 
210 



Asn Gin 
215 



<210> 25 
<211> 411 
<212> PRT 

<213> Homo sapiens 
<400> 25 

Met Glu Arg Met Ser Asp Ser Ala Asp Lys Pro He Asp Asn Asp Ala 

15 10 15 

Glu Gly Val Trp Ser Pro Asp lie Glu Gin Ser Phe Gin Glu Ala Leu 

20 25 30 

Ala He Tyr Pro Pro Cys Gly Arg Arg Lys He He Leu Ser Asp Glu 

35 40 45 

Gly Lys Met Tyr Gly Arg Asn Glu Leu He Ala Arg Tyr He Lys Leu 

50 55 60 

Arg Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His He Gin 
65 70 75 80 

Val Leu Ala Arg Arg Lys Ser Arg Asp Phe His Ser Lys Leu Lys Asp 

85 90 95 

Gin Thr Ala Lys Asp Lys Ala Leu Gin His Met Ala Ala Met Ser Ser 

100 105 110 

Ala Gin He Val Ser Ala Thr Ala He His Asn Lys Leu Gly Leu Pro 

115 120 125 

Gly He Pro Arg Pro Thr Phe Pro Gly Ala Pro Gly Phe Trp Pro Gly 

130 135 140 

Met He Gin Thr Gly Gin Pro Gly Ser Ser Gin Asp Val Lys Pro Phe 
145 150 155 160 

Val Gin Gin Ala Tyr Pro He Gin Pro Ala Val Thr Ala Pro He Pro 

165 170 175 

Gly Phe Glu Pro Ala Ser Ala Pro Ala Pro Ser Val Pro Ala Trp Gin 

180 185 190 

Gly Arg Ser He Gly Thr Thr Lys Leu Arg Leu Val Glu Phe Ser Ala 

195 200 205 

Phe Leu Glu Gin Gin Arg Asp Pro Asp Ser Tyr Asn Lys His Leu Phe 

210 215 220 

Val His He Gly His Ala Asn His Ser Tyr Ser Asp Pro Leu Leu Glu 
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225 230 235 240 

Ser Val Asp He Arg Gin He Tyr Asp Lys Phe Pro Glu Lys Lys Gly 

245 250 255 

Gly Leu Lys Glu Leu Phe Gly Lys Gly Pro Gin Asn Ala Phe Phe Leu 

260 265 270 

Val Lys Phe Trp Ala Asp Leu Asn Cys Asn He Gin Asp Asp Ala Gly 

275 280 285 

Ala Phe Tyr Gly Val Thr Ser Gin Tyr Glu Ser Ser Glu Asn Met Thr 

290 295 300 

Val Thr Cys Ser Thr Lys Val Cys Ser Phe Gly Lys Gin Val Val Glu 
305 310 315 320 

Lys Val Glu Thr Glu Tyr Ala Arg Phe Glu Asn Gly Arg Phe Val Tyr 

325 330 335 

Arg He Asn Arg Ser Pro Met Cys Glu Tyr Met He Asn Phe He His 

340 345 350 

Lys Leu Lys His Leu Pro Glu Lys Tyr Met Met Asn Ser Val Leu Glu 

355 360 365 

Asn Phe Thr He Leu Leu Val Val Thr Asn Arg Asp Thr Gin GlU Thr 

370 375 380 

Leu Leu Cys Met Ala Cys Val Phe Glu Val Ser Asn Ser Glu His Gly 
385 390 395 400 

Ala Gin His His He Tyr Arg Leu Val Lys Asp 
405 410 

<210> 26 

<211> 1233 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1). . (1236) 

<400> 26 

atg gaa agg atg agt gac tct gca gat aag cca att gac aat gat gca 48 
Met Glu Arg Met Ser Asp Ser Ala Asp Lys Pro He Asp Asn Asp Ala 

15 10 15 

gaa ggg gtc tgg age ccc gac ate gag caa age ttt cag gag gec ctg 96 
Glu Gly Val Trp Ser Pro Asp He Glu Gin Ser Phe Gin Glu Ala Leu 
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20 25 30 

get ate tat cca cca tgt ggg agg agg aaa ate ate tta tea gac gaa 144 
Ala lie Tyr Pro Pro Cys Gly Arg Arg Lys He He Leu Ser Asp Glu 

35 40 45 

ggc aaa atg tat ggt agg aat gaa ttg ata gec aga tac ate aaa etc 192 
Gly Lys Met Tyr Gly Arg Asn Glu Leu He Ala Arg Tyr He Lys Leu 

50 55 60 

agg aca ggc aag acg agg ace aga aaa cag gtg tct agt cac att cag 240 
Arg Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His He Gin 
65 70 75 80 

gtt ctt gee aga agg aaa tct cgt gat ttt cat tec aag eta aag gat 288 
Val Leu Ala Arg Arg Lys Ser Arg Asp Phe His Ser Lys Leu Lys Asp 

85 90 95 

cag act gca aag gat aag gee ctg cag cac atg gcg gee atg tec tea 336 
Gin Thr Ala Lys Asp Lys Ala Leu Gin His Met Ala Ala Met Ser Ser 

100 105 110 

gee cag ate gtc teg gec act gec att cat aac aag ctg ggg ctg cct 384 
Ala Gin He Val Ser Ala Thr Ala He His Asn Lys Leu Gly Leu Pro * 

115 120 125 

ggg att cca cgc ccg acc ttc cca ggg gcg ccg ggg ttc tgg ccg gga 432 
Gly He Pro Arg Pro Thr Phe Pro Gly Ala Pro Gly Phe Trp Pro Gly 

130 135 140 

atg att caa aca ggg cag cca gga tec tea caa gac gtc aag cct ttt 480 
Met He Gin Thr Gly Gin Pro Gly Ser Ser Gin Asp Val Lys Pro Phe 
145 150 155 160 

gtg cag cag gec tac ccc ate cag cca gcg gtc aca gec ccc att cca 528 
Val Gin Gin Ala Tyr Pro He Gin Pro Ala Val Thr Ala Pro He Pro 

165 170 175 

ggg ttt gag cct gca teg gee cca get ccc tea gtc cct gec tgg caa 576 
Gly Phe Glu Pro Ala Ser Ala Pro Ala Pro Ser Val Pro Ala Trp Gin 

180 185 190 

ggt cgc tec att ggc aca acc aag ctt cgc ctg gtg gaa ttt tea get 624 
Gly Arg Ser He Gly Thr Thr Lys Leu Arg Leu Val Glu Phe Ser Ala 

195 200 205 

ttt etc gag cag cag cga gac cca gac teg tac aac aaa cac etc ttc 672 
Phe Leu Glu Gin Gin Arg Asp Pro Asp Ser Tyr Asn Lys His Leu Phe 
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210 215 220 

gtg cac att ggg cat gcc aac cat tct tac agt gac cca ttg ctt gaa 720 
Val His He Gly His Ala Asn His Ser Tyr Ser Asp Pro Leu Leu Glu 
225 230 235 240 

tea gtg gac att cgt cag att tat gac aaa ttt cct gaa aag aaa ggt 768 
Ser Val Asp He Arg Gin He Tyr Asp Lys Phe Pro Glu Lys Lys Gly 

245 250 255 

ggc tta aag gaa ctg ttt gga aag ggc cct caa aat gcc ttc ttc etc 816 
Gly Leu Lys Glu Leu Phe Gly Lys Gly Pro Gin Asn Ala Phe Phe Leu 

260 265 270 

gta aaa ttc tgg get gat tta aac tgc aat att caa gat gat get ggg 864 
Val Lys Phe Trp Ala Asp Leu Asn Cys Asn He Gin Asp Asp Ala Gly 

275 280 285 

get ttt tat ggt gta ace agt cag tac gag agt tct gaa aat atg aca 912 
Ala Phe Tyr Gly Val Thr Ser Gin Tyr Glu Ser Ser Glu Asn Met Thr 

290 295 300 

gtc acc tgt tec ace aaa gtt tgc tec ttt ggg aag caa gta gta gaa 960 
Val Thr Cys Ser Thr Lys Val Cys Ser Phe Gly Lys Gin Val Val Glu 
305 310 315 320 

aaa gta gag acg gag tat gca agg ttt gag aat ggc cga ttt gta tac 1008 
Lys Val Glu Thr Glu Tyr Ala Arg Phe Glu Asn Gly Arg Phe Val Tyr 

325 330 335 

cga ata aac cgc tec cca atg tgt gaa tat atg ate aac ttc ate cac 1056 
Arg He Asn Arg Ser Pro Met Cys Glu Tyr Met He Asn Phe He His 

340 345 350 

aag etc aaa cac tta cca gag aaa tat atg atg aac agt gtt ttg gaa 1104 
Lys Leu Lys His Leu Pro Glu Lys Tyr Met Met Asn Ser Val Leu Glu 

355 360 365 

aac ttc aca att tta ttg gtg gta aca aac agg gat aca caa gaa act 1152 
Asn Phe Thr He Leu Leu Val Val Thr Asn Arg Asp Thr Gin Glu Thr 

370 375 380 

eta etc tgc atg gcc tgt gtg ttt gaa gtt tea aat agt gaa cac gga 1200 
Leu Leu Cys Met Ala Cys Val Phe Glu Val Ser Asn Ser Glu His Gly 
385 390 395 400 

gca caa cat cat att tac agg ctt gta aag gac 1233 
Ala Gin His His He Tyr Arg Leu Val Lys Asp 
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405 410 

<210> 27 
<211> 427 
<212> PRT 

<213> Homo sapiens 
<400> 27 

He Thr Ser Asn Glu Trp Ser Ser Pro Thr Ser Pro Glu Gly Ser Thr 

15 10 15 

Ala Ser Gly Gly Ser Gin Ala Leu Asp Lys Pro He Asp Asn Asp Ala 

20 25 30 

Glu Gly Val Trp Ser Pro Asp He Glu Gin Ser Phe Gin Glu Ala Leu 

35 40 45 

Ala He Tyr Pro Pro Cys Gly Arg Arg Lys He He Leu Ser Asp Glu 

50 55 60 

Gly Lys Met Tyr Gly Arg Asn Glu Leu lie Ala Arg Tyr He Lys Leu 
65 70 75 80 

Arg Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His He Gin 

85 90 95 

Val Leu Ala Arg Arg Lys Ala Arg Glu He Gin Ala Lys Leu Lys Asp 

100 105 110 

Gin Ala Ala Lys Asp Lys Ala Leu Gin Ser Met Ala Ala Met Ser Ser 

115 120 125 

Ala Gin He He Ser Ala Thr Ala Phe His Ser Ser Met Ala Leu Ala 

130 135 140 

Arg Gly Pro Gly Arg Pro Ala Val Ser Gly Phe Trp Gin Gly Ala Leu 
145 150 155 160 

Pro Gly Gin Ala Gly Thr Ser His Asp Val Lys Pro Phe Ser Gin Gin 

165 170 175 

Thr Tyr Ala Val Gin Pro Pro Leu Pro Leu Pro Gly Phe Glu Ser Pro 

180 185 190 

Ala Gly Pro Ala Pro Ser Pro Ser Ala Pro Pro Ala Pro Pro Trp Gin 

195 200 205 

Gly Arg Ser Val Ala Ser Ser Lys Leu Trp Met Leu Glu Phe Ser Ala 

210 215 220 

Phe Leu Glu Gin Gin Gin Asp Pro Asp Thr Tyr Asn Lys His Leu Phe 
225 230 235 240 
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Val His He Gly Gin Ser Ser Pro Ser Tyr Ser Asp Pro Tyr Leu Glu 

245 250 255 

Ala Val Asp He Arg Gin He Tyr Asp Lys Phe Pro Glu Lys Lys Gly 

260 265 270 

Gly Leu Lys Asp Leu Phe Glu Arg Gly Pro Ser Asn Ala Phe Phe Leu 

275 280 285 

Val Lys Phe Trp Ala Asp Leu Asn Thr Asn lie Glu. Asp Glu Gly Ser 

290 295 300 

Ser Phe Tyr Gly Val Ser Ser Gin Tyr Glu Ser Pro Glu Asn Met He 
305 310 315 320 

He Thr Cys Ser Thr Lys Val Cys Ser Phe Gly Lys Gin Val Val Glu 

325 330 335 

Lys Val Glu Thr Glu Tyr Ala Arg Tyr Glu Asn Gly His Tyr Ser Tyr 

340 345 350 

Arg He His Arg Ser Pro Leu Cys Glu Tyr Met He Asn Phe lie His 

355 360 365 

Lys Leu Lys His Leu Pro Glu Lys Tyr Met Met Asn Ser Val Leu Glu 

370 375 380 

Asn Phe Thr He Leu Gin Val Val Thr Asn Arg Asp Thr Gin Glu Thr 
385 390 395 400 

Leu Leu Cys He Ala Tyr Val Phe Glu Val Ser Ala Ser Glu His Gly 

405 410 415 

Ala Gin His His He Tyr Arg Leu Val Lys Glu 
420 425 

<210> 28 

<211> 1281 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1). .(1284) 

<400> 28 

att acc tec aac gag tgg age tct ccc acc tec cct gag ggg age acc 48 
He Thr Ser Asn Glu Trp Ser Ser Pro Thr Ser Pro Glu Gly Ser Thr 

15 10 15 

gec tct ggg ggc agt cag gca ctg gac aag ccc ate gac aat gac gca 96 
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Ala Ser Gly Gly Ser Gin Ala Leu Asp Lys Pro lie Asp Asn Asp Ala 

20 25 30 

gag ggc gtg tgg age ccg gat att gag cag agt ttc cag gag gec etc 144 
Glu Gly Val Trp Ser Pro Asp He Glu Gin Ser Phe Gin Glu Ala Leu 

35 40 45 

gec ate tac ccg ccc tgt ggc agg cgc aaa ate ate ctg teg gac gag 192 
Ala lie Tyr Pro Pro Cys Gly Arg Arg Lys He He Leu Ser Asp Glu 

50 55 60 

ggc aag atg tat ggt egg aac gag ctg att gec cgc tac ate aag etc 240 
Gly Lys Met Tyr Gly Arg Asn Glu Leu He Ala Arg Tyr He Lys Leu 
65 70 75 80 

egg aca ggg aag acc cgc ace agg aag cag gtc tec age cac ate cag 288 
Arg Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His He Gin 

85 90 95 

gtg ctg. get cgt cgc aaa get cgc gag ate cag gec aag eta aag gac 336 
Val Leu Ala Arg Arg Lys Ala Arg Glu He Gin Ala Lys Leu Lys Asp 

100 105 110 

cag gca get aag gac aag gee ctg cag age atg get gee atg teg tct 384 
Gin Ala Ala Lys Asp Lys Ala Leu Gin Ser Met Ala Ala Met Ser Ser 

115 120 125 

gca cag ate ate tec gee acg gec ttc cac agt age atg gec etc gec 432 
Ala Gin He He Ser Ala Thr Ala Phe His Ser Ser Met Ala Leu Ala 

130 135 140 

egg ggc ccc ggc cgc cca gca gtc tea ggg ttt tgg caa gga get ttg 480 
Arg Gly Pro Gly Arg Pro Ala Val Ser Gly Phe Trp Gin Gly Ala Leu 
145 150 155 160 

cca ggc caa gee gga acg tec cat gat gtg aag cct ttc tct cag caa 528 
Pro Gly Gin Ala Gly Thr Ser His Asp Val Lys Pro Phe Ser Gin Gin 

165 170 175 

acc tat get gtc cag cct ccg ctg cct ctg cca ggg ttt gag tct cct 576 
Thr Tyr Ala Val Gin Pro Pro Leu Pro Leu Pro Gly Phe Glu Ser Pro 

180 185 190 

gca ggg ccc gec cca teg ccc tct gcg ccc ccg gca ccc cca tgg cag 624 
Ala Gly Pro Ala Pro Ser Pro Ser Ala Pro Pro Ala Pro Pro Trp Gin 

195 200 205 

ggc cgc age gtg gee age tec aag etc tgg atg ttg gag ttc tct gec 672 
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Gly Arg Ser Val Ala Ser Ser Lys Leu Trp Met Leu Glu Phe Ser Ala 

210 215 220 

ttc ctg gag cag cag cag gac ccg gac acg tac aac aag cac ctg ttc 720 
Phe Leu Glu Gin Gin Gin Asp Pro Asp Thr Tyr Asn Lys His Leu Phe 
225 230 235 240 

gtg cac att ggc cag tec age cca age tac age gac ccc tac etc gaa 768 
Val His He Gly Gin Ser Ser Pro Ser Tyr Ser Asp Pro Tyr Leu Glu 

245 250 255 

gec gtg gac ate cgc caa ate tat gac aaa ttc ccg gag aaa aag ggt 816 
Ala Val Asp lie Arg Gin lie Tyr Asp Lys Phe Pro Glu Lys Lys Gly 

260 265 270 

gga etc aag gat etc ttc gaa egg gga ccc tec aat gec ttt ttt ctt 864 
Gly Leu Lys Asp Leu Phe Glu Arg Gly Pro Ser Asn Ala Phe Phe Leu 

275 280 285 

gtg aag ttc tgg gca gap etc aac acc aac ate gag gat gaa ggc age 912 
Val Lys Phe Trp Ala Asp Leu Asn Thr Asn lie Glu Asp Glu Gly Ser 

290 295 300 

tec ttc tat ggg gtc tec age cag tat gag age ccc gag aac atg ate 960 
Ser Phe Tyr Gly Val Ser Ser Gin Tyr Glu Ser Pro Glu Asn Met He 
'305 310 315 320 

ate acc tgc tec acg aag gtc tgc tct ttc ggc aag cag gtg gtg gag 1008 
lie Thr Cys Ser Thr Lys Val Cys Ser Phe Gly Lys Gin Val Val Glu 

325 330 335 

aaa gtt gag aca gag tat get cgc tat gag aat gga cac tac tct tac 1056 
Lys Val Glu Thr Glu Tyr Ala Arg Tyr Glu Asn Gly His Tyr Ser Tyr 

340 345 350 

cgc ate cac egg tec ccg etc tgt gag tac atg ate aac ttc ate cac 1104 
Arg lie His Arg Ser Pro Leu Cys Glu Tyr Met He Asn Phe He His 

355 360 365 

aag etc aag cac etc cct gag aag tac atg atg aac age gtg ctg gag 1152 
Lys Leu Lys His Leu Pro Glu Lys Tyr Met Met Asn Ser Val Leu Glu 

370 375 380 

aac ttc acc ate ctg cag gtg gtc acc aac aga gac aca cag gag acc 1200 
Asn Phe Thr He Leu Gin Val Val Thr Asn Arg Asp Thr Gin Glu Thr 
385 390 395 400 

ttg ctg tgc att gec tat gtc ttt gag gtg tea gec agt gag cac ggg 1248 
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Leu Leu Cys He Ala Tyr Val Phe Glu Val Ser Ala Ser Glu His Gly 

405 410 415 

get cag cac cac ate tac agg ctg gtg aaa gaa 1281 
Ala Gin His His He Tyr Arg Leu Val Lys Glu 
420 425 

<210> 29 
<211> 435 
<212> PRT 

<213> Homo sapiens 
<400> 29 

He Ala Ser Asn Ser Trp Asn Ala Ser Ser Ser Pro Gly Glu Ala Arg 

1 5 10 15 

Glu Asp Gly Pro Glu Gly Leu Asp Lys Gly Leu Asp Asn Asp Ala Glu 

20 25 30 

Gly Val Trp Ser Pro Asp He Glu Gin Ser Phe Gin Glu Ala Leu Ala 

35 40 45 

He Tyr Pro Pro Cys Gly Arg Arg Lys lie He Leu Ser Asp Glu Gly 

50 55 60 

Lys Met Tyr Gly Arg Asn Glu Leu lie Ala Arg Tyr lie Lys Leu Arg 
65 70 75 80 

Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His He Gin Val 

85 90 95 

Leu Ala Arg Lys Lys Val Arg Glu Tyr Gin Val Gly He Lys Ala Met 

100 105 110 

Asn Leu Asp Gin Val Ser Lys Asp Lys Ala Leu Gin Ser Met Ala Ser 

115 120 125 

Met Ser Ser Ala Gin He Val Ser Ala Ser Val Leu Gin Asn Lys Phe 

130 135 140 

Ser Pro Pro Ser Pro Leu Pro Gin Ala Val Phe Ser Thr Ser Ser Arg 
145 150 155 160 

Phe Trp Ser Ser Pro Pro Leu Leu Gly Gin Gin Pro Gly Pro Ser Gin 

165 170 175 

Asp He Lys Pro Phe Ala Gin Pro Ala Tyr Pro He Gin Pro Pro Leu 

180 185 190 

Pro Pro Thr Leu Ser Ser Tyr Glu Pro Leu Ala Pro Leu Pro Ser Ala 
195 200 205 
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Ala Ala Ser Val Pro Val Trp Gin Asp Arg Thr He Ala Ser Ser Arg 

210 215 220 

Leu Arg Leu Leu Glu Tyr Ser Ala Phe Met Glu Val Gin Arg Asp Pro 
225 230 235 240 

Asp Thr Tyr Ser Lys His Leu Phe Val His He Gly Gin Thr Asn Pro 

245 250 255 

Ala Phe Ser Asp Pro Pro Leu Glu Ala Val Asp Val Arg Gin He Tyr 

260 265 270 

Asp Lys Phe Pro Glu Lys Lys Gly Gly Leu Lys Glu Leu Tyr Glu Lys 

275 280 285 

Gly Pro Pro Asn Ala Phe Phe Leu Val Lys Phe Trp Ala Asp Leu Asn 

290 295 300 

Ser Thr He Gin Glu Gly Pro Gly Ala Phe Tyr Gly Val Ser Ser Gin 
305 310 315 320 

Tyr Ser Ser Ala Asp Ser Met Thr He Ser Val Ser Thr Lys Val . Cys 

325 330 335 

Ser Phe Gly Lys Gin Val Val Glu Lys Val Glu Thr Glu Tyr Ala Arg 

340 345 350 

Leu Glu Asn Gly Arg Phe Val Tyr Arg He His Arg Ser Pro Met Cys 

355 360 365 

Glu Tyr Met He Asn Phe He His Lys Leu Lys His Leu Pro Glu Lys 

370 375 380 

Tyr Met Met Asn Ser Val Leu Glu Asn Phe Thr He Leu Gin Val Val 
385 390 395 400 

Thr Ser Arg Asp Ser Gin Glu Thr Leu Leu Val He Ala Phe Val Phe 

405 410 415 

Glu Val Ser Thr Ser Glu His Gly Ala Gin His His Val Tyr Lys Leu 
420 425 430 

Val Lys Asp 

<210> 30 

<211> 1305 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1). . (1305) 
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<400> 30 

ata gcg tec aac age tgg aac gec age age age ccc ggg gag gec egg 48 
lie Ala Ser Asn Ser Trp Asn Ala Ser Ser Ser Pro Gly Glu Ala Arg 

15 10 15 

gag gat ggg ccc gag ggc ctg gac aag ggg ctg gac aac gat gcg gag 96 
Glu Asp Gly Pro Glu Gly Leu Asp Lys Gly Leu Asp Asn Asp Ala Glu 

20 25 30 

ggc gtg tgg age ccg gac ate gag cag age ttc cag gag gec ctg gee 144 
Gly Val Trp Ser Pro Asp lie Glu Gin Ser Phe Gin Glu Ala Leu Ala 

35 40 45 

ate tac ccg ccc tgc ggc egg egg aag ate ate ctg tea gac gag ggc 192 
lie Tyr Pro Pro Cys Gly Arg Arg Lys lie He Leu Ser Asp Glu Gly 

50 55 60 

aag atg tac ggc cga aat gag ttg att gca cgc tat att aaa ctg agg 240 
Lys Met Tyr Gly Arg Asn Glu Leu He Ala Arg Tyr He Lys Leu Arg 
65 70 75 80 

acg ggg aag act egg acg aga aaa cag gtg tec age cac ata cag gtt 288 
Thr Gly Lys Thr Arg Thr Arg Lys Gin Val Ser Ser His lie Gin Val 

85 90 95 

eta get egg aag aag gtg egg gag tac cag gtt ggc ate aag gee atg 336 
Leu Ala Arg Lys Lys Val Arg Glu Tyr Gin Val Gly He Lys Ala Met 

100 105 110 

aac ctg gac cag gtc tec aag gac aaa gee ctt cag age atg gcg tec 384 
Asn Leu Asp Gin Val Ser Lys Asp Lys Ala Leu Gin Ser Met Ala Ser 

115 120 125 

atg tec tct gec cag ate gtc tct gec agt gtc ctg cag aac aag ttc 432 
Met Ser Ser Ala Gin He Val Ser Ala Ser Val Leu Gin Asn Lys Phe 

130 135 140 

age cca cct tec cct ctg ccc cag gee gtc ttc tec act tec teg egg 480 
Ser Pro Pro Ser Pro Leu Pro Gin Ala Val Phe Ser Thr Ser Ser Arg 
145 150 155 160 

ttc tgg age age ccc cct etc ctg gga cag cag cct gga ccc tct cag 528 
Phe Trp Ser Ser Pro Pro Leu Leu Gly Gin Gin Pro Gly Pro Ser Gin 

165 170 175 

gac ate aag ccc ttt gca cag cca gee tac ccc ate cag ccg ccc ctg 576 
Asp He Lys Pro Phe Ala Gin Pro Ala Tyr Pro He Gin Pro Pro Leu 
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180 185 190 

ccg ccg acg etc age agt tat gag ccc ctg gee ccg etc ccc tea get 624 
Pro Pro Thr Leu Ser Ser Tyr Glu Pro Leu Ala Pro Leu Pro Ser Ala 

195 200 205 

get gee tct gtg cct gtg tgg cag gac cgt ace att gee tec tec egg 672 
Ala Ala Ser Val Pro Val Trp Gin Asp Arg Thr He Ala Ser Ser Arg 

210 215 220 

ctg egg etc ctg gag tat tea gee ttc atg gag gtg cag cga gac cct 720 
Leu Arg Leu Leu Glu Tyr Ser Ala Phe Met Glu Val Gin Arg Asp Pro 
225 230 235 240 

gac acg tac age aaa cac ctg ttt gtg cac ate ggc cag acg aac ccc 768 
Asp Thr Tyr Ser Lys His Leu Phe Val His He Gly Gin Thr Asn Pro 

245 250 255 

gec ttc tea gac cca ccc ctg gag gca gta gat gtg cgc cag ate tat 816 
Ala Phe Ser Asp Pro Pro Leu Glu Ala Val Asp Val Arg Gin lie Tyr . 

260 265 270 

gac aaa ttc ccc gag aaa aag gga gga ttg aag gag etc tat gag aag 864 
Asp Lys Phe Pro Glu Lys Lys Gly Gly Leu Lys Glu Leu Tyr Glu Lys 

275 280 285 

ggg ccc cct aat gee ttc ttc ctt gtc aag ttc tgg gec gac etc aac 912 
Gly Pro Pro Asn Ala Phe Phe Leu Val Lys Phe Trp Ala Asp Leu Asn 

290 295 300 

age ace ate cag gag ggc ccg gga gee ttc tat ggg gtc age tct cag 960 
Ser Thr He Gin Glu Gly Pro Gly Ala Phe Tyr Gly Val Ser Ser Gin 
305 310 315 320 

tac age tct get gat age atg ace ate age gtc tec ace aag gtg tgc 1008 
Tyr Ser Ser Ala Asp Ser Met Thr He Ser Val Ser Thr Lys Val Cys 

325 330- 335 

tec ttt ggc aaa cag gtg gta gag aag gtg gag act gag tat gee agg 1056 
Ser Phe Gly Lys Gin Val Val Glu Lys Val Glu Thr Glu Tyr Ala Arg 

340 345 350 

ctg gag aac ggg cgc ttt gtg tac cgt ate cac cgc teg ccc atg tgc 1104 
Leu Glu Asn Gly Arg Phe Val Tyr Arg lie His Arg Ser Pro Met Cys 

355 360 365 

gag tac atg ate aac ttc ate cac aag ctg aag cac ctg ccc gag aag 1152 
Glu Tyr Met He Asn Phe He His Lys Leu Lys His Leu Pro Glu Lys 
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370 375 380 

tac atg atg aac age gtg ctg gag aac ttc acc ate ctg cag gtg gtc 1200 
Tyr Met Met Asn Ser Val Leu Glu Asn Phe Thr He Leu Gin Val Val 
385 390 395 400 

acg age egg gac tec cag gag acc ttg ctt gtc att get ttt gtc ttc 1248 
Thr Ser Arg Asp Ser Gin Glu Thr Leu Leu Val He Ala Phe Val Phe 

405 410 415 

gaa gtc tec acc agt gag cac ggg gee cag cac cat gtc tac aag etc 1296 
Glu Val Ser Thr Ser Glu His Gly Ala Gin His His Val Tyr Lys Leu 

420 425 430 

gtc aaa gac 1305 
Val Lys Asp 
435 

<210> 31 
<211> 1132 
<212> PRT 
<213> Homo sapiens 
<400> 31 

Met Pro Arg Ala Pro Arg Cys Arg Ala Val Arg Ser Leu Leu Arg Ser 

15 10 15 

His Tyr Arg Glu Val Leu Pro Leu Ala Thr Phe Val Arg Arg Leu Gly 

20 25 30 

Pro Gin Gly Trp Arg Leu Val Gin Arg Gly Asp Pro Ala Ala Phe Arg 

35 40 45 

Ala Leu Val Ala Gin Cys Leu Val Cys Val Pro Trp Asp Ala Arg Pro 

50 55 60 

Pro Pro Ala Ala Pro Ser Phe Arg Gin Val Ser Cys Leu Lys Glu Leu 
65 70 75 80 

Val Ala Arg Val Leu Gin Arg Leu Cys Glu Arg Gly Ala Lys Asn Val 

85 90 95 

Leu Ala Phe Gly Phe Ala Leu Leu Asp Gly Ala Arg Gly Gly Pro Pro 

100 105 110 

Glu Ala Phe Thr Thr Ser Val Arg Ser Tyr Leu Pro Asn Thr Val Thr 

115 120 125 

Asp Ala Leu Arg Gly Ser Gly Ala Trp Gly Leu Leu Leu Arg Arg Val 
130 135 140 
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Gly Asp Asp Val Leu Val His Leu Leu Ala Arg Cys Ala Leu Phe Val 
145 150 155 160 

Leu Val Ala Pro Ser Cys Ala Tyr Gin Val Cys Gly Pro Pro Leu Tyr 

165 170 175 

Gin Leu Gly Ala Ala Thr Gin Ala Arg Pro Pro Pro His Ala Ser Gly 

180 185 190 

Pro Arg Arg Arg Leu Gly Cys Glu Arg Ala Trp Asn His Ser Val Arg 

195 200 205 

Glu Ala Gly Val Pro Leu Gly Leu Pro Ala Pro Gly Ala Arg Arg Arg 

210 215 220 

Gly Gly Ser Ala Ser Arg Ser Leu Pro Leu Pro Lys Arg Pro Arg Arg 
225 230 235 240 

Gly Ala Ala Pro Glu Pro Glu Arg Thr Pro Val Gly Gin Gly Ser Trp 

245 250 255 

Ala His Pro Gly Arg Thr Arg Gly Pro Ser Asp Arg Gly Phe Cys Val 

260 265 270 

Val Ser Pro Ala Arg Pro Ala Glu Glu Ala Thr Ser Leu Glu Gly Ala 

275 280 285 

Leu Ser Gly Thr Arg His Ser His Pro Ser Val Gly Arg Gin His His 

290 295 300 

Ala Gly Pro Pro Ser Thr Ser Arg Pro Pro Arg Pro Trp Asp Thr Pro 
305 310 315 320 

Cys Pro Pro Val Tyr Ala Glu Thr Lys His Phe Leu Tyr Ser Ser Gly 

325 330 335 

Asp Lys Glu Gin Leu Arg Pro Ser Phe Leu Leu Ser Ser Leu Arg Pro 

340 345 350 

Ser Leu Thr Gly Ala Arg Arg Leu Val Glu Thr He Phe Leu Gly Ser 

355 360 365 

Arg Pro Trp Met Pro Gly Thr Pro Arg Arg Leu Pro Arg Leu Pro Gin 

370 375 380 

Arg Tyr Trp Gin Met Arg Pro Leu Phe Leu Glu Leu Leu Gly Asn His 
385 390 395 400 

Ala Gin Cys Pro Tyr Gly Val Leu Leu Lys Thr His Cys Pro Leu Arg 

405 410 415 

Ala Ala Val Thr Pro Ala Ala Gly Val Cys Ala Arg Glu Lys Pro Gin 
420 425 430 
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Gly Ser Val Ala Ala Pro Glu Glu Glu Asp Thr Asp Pro Arg Arg Leu 

435 440 445 

Val Gin Leu Leu Arg Gin His Ser Ser Pro Trp Gin Val Tyr Gly Phe 

450 455 460 

Val Arg Ala Cys Leu Arg Arg Leu Val Pro Pro Gly Leu Trp Gly Ser 
465 470 475 480 

Arg His Asn Glu Arg Arg Phe Leu Arg Asn Thr Lys Lys Phe He Ser 

485 490 495 

Leu Gly Lys His Ala Lys Leu Ser Leu Gin Glu Leu Thr Trp Lys Met 

500 505 510 

Ser Val Arg Asp Cys Ala Trp Leu Arg Arg Ser Pro Gly Val Gly Cys 

515 520 525 

Val Pro Ala Ala Glu His Arg Leu Arg Glu Glu He Leu Ala Lys Phe 

530 535 540 

Leu His Trp Leu Met Ser Val Tyr Val Val Glu Leu Leu Arg Ser Phe 
545 550 555 560 

Phe Tyr Val Thr Glu Thr Thr Phe Gin Lys Asn Arg Leu Phe Phe Tyr 

565 570 575 

Arg Lys Ser Val Trp Ser Lys Leu Gin Ser He Gly He Arg Gin His 

580 585 590 

Leu Lys Arg Val Gin Leu Arg Glu Leu Ser Glu Ala Glu Val Arg Gin 

595 600 605 

His Arg Glu Ala Arg Pro Ala Leu Leu Thr Ser Arg Leu Arg Phe He 

610 615 620 

Pro Lys Pro Asp Gly Leu Arg Pro He Val Asn Met Asp Tyr Val Val 
625 630 635 640 

Gly Ala Arg Thr Phe Arg Arg Glu Lys Arg Ala Glu Arg Leu Thr Ser 

645 650 655 

Arg Val Lys Ala Leu Phe Ser Val Leu Asn Tyr Glu Arg Ala Arg Arg 

660 665 670 

Pro Gly Leu Leu Gly Ala Ser Val Leu Gly Leu Asp Asp He His Arg 

675 680 685 

Ala Trp Arg Thr Phe Val Leu Arg Val Arg Ala Gin Asp Pro Pro Pro 

690 695 700 

Glu Leu Tyr Phe Val Lys Val Asp Val Thr Gly Ala Tyr Asp Thr He 
705 710 715 720 
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Pro Gin Asp Arg Leu Thr Glu Val He Ala Ser He He Lys Pro Gin 

725 730 735 

Asn Thr Tyr Cys Val Arg Arg Tyr Ala Val Val Gin Lys Ala Ala His 

740 745 750 

Gly His Val Arg Lys Ala Phe Lys Ser His Val Ser Thr Leu Thr Asp 

755 760 765 

Leu Gin Pro Tyr Met Arg Gin Phe Val Ala His Leu Gin Glu Thr Ser 

770 775 780 

Pro Leu Arg Asp Ala Val Val He Glu Gin Ser Ser Ser Leu Asn Glu 
785 790 795 800 

Ala Ser Ser Gly Leu Phe Asp Val Phe Leu Arg Phe Met Cys His His 

805 810 815 

Ala Val Arg He Arg Gly Lys Ser Tyr Val Gin Cys Gin Gly He Pro 

820 825 830 

Gin Gly Ser He Leu Ser Thr Leu Leu Cys Ser Leu Cys Tyr Gly Asp 

835 840 845 

Met Glu Asn Lys Leu Phe Ala Gly He Arg Arg Asp Gly Leu Leu Leu 

850 855 860 

Arg Leu Val Asp Asp Phe Leu Leu Val Thr Pro His Leu Thr His Ala 
865 870 875 880 

Lys Thr Phe Leu Arg Thr Leu Val Arg Gly Val Pro Glu Tyr Gly Cys 

885 890 895 

Val Val Asn Leu Arg Lys Thr Val Val Asn Phe Pro Val Glu Asp Glu 

900 905 910 

Ala Leu Gly Gly Thr Ala Phe Val Gin Met Pro Ala His Gly Leu Phe 

915 920 925 

Pro Trp Cys Gly Leu Leu Leu Asp Thr Arg Thr Leu Glu Val Gin Ser 

930 935 940 

Asp Tyr Ser Ser Tyr Ala Arg Thr Ser He Arg Ala Ser Leu Thr Phe 
945 950 955 960 

Asn Arg Gly Phe Lys Ala Gly Arg Asn Met Arg Arg Lys Leu Phe Gly 

965 970 975 

Val Leu Arg Leu Lys Cys His Ser Leu Phe Leu Asp Leu Gin Val Asn 

980 985 990 

Ser Leu Gin Thr Val Cys Thr Asn He Tyr Lys He Leu Leu Leu Gin 
995 1000 1005 



57/90 



WO 01/48151 



PCT/JP00/09323 



Ala Tyr Arg Phe His Ala Cys Val Leu Gin Leu Pro Phe His Gin Gin 

1010 1015 1020 

Val Trp Lys Asn Pro Thr Phe Phe Leu Arg Val lie Ser Asp Thr Ala 
1025 1030 1035 1040 

Ser Leu Cys Tyr Ser lie Leu Lys Ala Lys Asn Ala Gly Met Ser Leu 

1045 1050 1055 

Gly Ala Lys Gly Ala Ala Gly Pro Leu Pro Ser Glu Ala Val Gin Trp 

1060 1065 1070 

Leu Cys His Gin Ala Phe Leu Leu Lys Leu Thr Arg His Arg Val Thr 

1075 1080 1085 

Tyr Val Pro Leu Leu Gly Ser Leu Arg Thr Ala Gin Thr Gin Leu Ser 

1090 1095 1100 

Arg Lys Leu Pro Gly Thr Thr Leu Thr Ala Leu Glu Ala Ala Ala Asn 
1105 1110 1115 1120 

Pro Ala Leu Pro Ser Asp Phe Lys Thr He Leu Asp 
1125 1130 

<210> 32 
<211> 3396 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> <1). . (3399) 

<400> 32 

atg ccg cgc get ecc cgc tgc cga gec gtg cgc tec ctg ctg cgc age 48 
Met Pro Arg Ala Pro Arg Cys Arg Ala Val Arg Ser Leu Leu Arg Ser 

15 10 15 

cac tac cgc gag gtg ctg ccg ctg gec acg ttc gtg egg cgc ctg ggg 96 
His Tyr Arg Glu Val Leu Pro Leu Ala Thr Phe Val Arg Arg Leu Gly 

20 25 30 

ccc cag ggc tgg egg ctg gtg cag cgc ggg gac ccg gcg get ttc cgc 144 
Pro Gin Gly Trp Arg Leu Val Gin Arg Gly Asp Pro Ala Ala Phe Arg 

35 40 45 

gcg ctg gtg gec cag tgc ctg gtg tgc gtg ccc tgg gac gca egg ccg 192 
Ala Leu Val Ala Gin Cys Leu Val Cys Val Pro Trp Asp Ala Arg Pro 
50 55 60 
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ccc ccc gcc gcc ccc tec ttc cgc cag gtg tec tgc ctg aag gag ctg 240 
Pro Pro Ala Ala Pro Ser Phe Arg Gin Val Ser Cys Leu Lys Glu Leu 
65 70 75 80 

gtg gcc cga gtg ctg cag agg ctg tgc gag cgc ggc gcg aag aac gtg 288 
Val Ala Arg Val Leu Gin Arg Leu Cys Glu Arg Gly Ala Lys Asn Val 

85 90 95 

ctg gcc ttc ggc ttc gcg ctg ctg gac ggg gcc cgc ggg ggc ccc ccc 336 
Leu Ala Phe Gly Phe Ala Leu Leu Asp Gly Ala Arg Gly Gly Pro Pro 

100 105 110 

gag gcc ttc acc acc age gtg cgc age tac ctg ccc aac acg gtg acc 384 
Glu Ala Phe Thr Thr Ser Val Arg Ser Tyr Leu Pro Asn Thr Val Thr 

115 120 125 

gac gca ctg egg ggg age ggg gcg tgg ggg ctg ctg ctg cgc cgc gtg 432 
Asp Ala Leu Arg Gly Ser Gly Ala Trp Gly Leu Leu Leu Arg Arg Val 

130 135 140 

ggc gac gac gtg ctg gtt cac ctg ctg gca cgc tgc gcg etc ttt gtg 480 
Gly Asp Asp Val Leu Val His Leu Leu Ala Arg Cys Ala Leu Phe Val 
145 150 155 160 

ctg gtg get ccc age tgc gcc tac cag gtg tgc ggg ccg ccg ctg tac 528 
Leu Val Ala Pro Ser Cys Ala Tyr Gin Val Cys Gly Pro Pro Leu Tyr 

165 170 ' 175 

cag etc ggc get gcc act cag gcc egg ccc ccg cca cac get agt gga 576 
Gin Leu Gly Ala Ala Thr Gin Ala Arg Pro Pro Pro His Ala Ser Gly 

180 185 190 

ccc cga agg cgt ctg gga tgc gaa egg gcc tgg aac cat age gtc agg 624 
Pro Arg Arg Arg Leu Gly Cys Glu Arg Ala Trp Asn His Ser Val Arg 

195 200 205 

gag gcc ggg gtc ccc ctg ggc ctg cca gcc ccg ggt gcg agg agg cgc 672 
Glu Ala Gly Val Pro Leu Gly Leu Pro Ala Pro Gly Ala Arg Arg Arg 

210 215 220 

ggg ggc agt gcc age cga agt ctg ccg ttg ccc aag agg ccc agg cgt 720 
Gly Gly Ser Ala Ser Arg Ser Leu Pro Leu Pro Lys Arg Pro Arg Arg 
225 230 235 240 

ggc get gcc cct gag ccg gag egg acg ccc gtt ggg cag ggg tec tgg 768 
Gly Ala Ala Pro Glu Pro Glu Arg Thr Pro Val Gly Gin Gly Ser Trp 
245 250 255 
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gcc cac ccg ggc agg acg cgt gga ccg agt gac cgt ggt ttc tgt gtg 816 
Ala His Pro Gly Arg Thr Arg Gly Pro Ser Asp Arg Gly Phe Cys Val 

260 265 270 

gtg tea cct gcc aga ccc gcc gaa gaa gcc acc tct ttg gag ggt gcg 864 
Val Ser Pro Ala Arg Pro Ala Glu Glu Ala Thr Ser Leu Glu Gly Ala 

275 280 285 

etc tct ggc acg cgc cac tec cac cca tec gtg ggc cgc cag cac cac 912 
Leu Ser Gly Thr Arg His Ser His Pro Ser Val Gly Arg Gin His His 

290 295 300 

gcg ggc ccc cca tec aca teg egg cca cca cgt ccc tgg gac acg cct 960 
Ala Gly Pro Pro Ser Thr Ser Arg Pro Pro Arg Pro Trp Asp Thr Pro 
305 310 315 320 

tgt ccc ccg gtg tac gcc gag acc aag cac ttc etc tac tec tea ggc 1008 
Cys Pro Pro Val Tyr Ala Glu Thr Lys His Phe Leu Tyr Ser Ser Gly 

325 330 335 

gac aag gag cag ctg egg ccc tec ttc eta etc age tct ctg. agg ccc 1056 
Asp Lys Glu Gin Leu Arg Pro Ser Phe Leu Leu Ser Ser Leu Arg Pro 

340 345 350 

age ctg act ggc get egg agg etc gtg gag acc ate ttt ctg ggt tec 1104 
Ser Leu Thr Gly Ala Arg Arg Leu Val Glu Thr He Phe Leu Gly Ser 

355 360 365 

agg ccc tgg atg cca ggg act ccc cgc agg ttg ccc cgc ctg ccc cag 1152 
Arg Pro Trp Met Pro Gly Thr Pro Arg Arg Leu Pro Arg Leu Pro Gin 

370 375 380 

cgc tac tgg caa atg egg ccc ctg ttt ctg gag ctg ctt ggg aac cac 1200 
Arg Tyr Trp Gin Met Arg Pro Leu Phe Leu Glu Leu Leu Gly Asn His 
385 390 395 400 

gcg cag tgc ccc tac ggg gtg etc etc aag acg cac tgc ccg ctg cga 1248 
Ala Gin Cys Pro Tyr Gly Val Leu Leu Lys Thr His Cys Pro Leu Arg 

405 410 415 

get gcg gtc acc cca gca gcc ggt gtc tgt gcc egg gag aag ccc cag 1296 
Ala Ala Val Thr Pro Ala Ala Gly Val Cys Ala Arg Glu Lys Pro Gin 

420 425 430 

ggc tct gtg gcg gcc ccc gag gag gag gac aca gac ccc cgt cgc ctg 1344 
Gly Ser Val Ala Ala Pro Glu Glu Glu Asp Thr Asp Pro Arg Arg Leu 

435 440 445 
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gtg cag ctg etc cgc cag cac age age ccc tgg cag gtg tac ggc ttc 1392 
Val Gin Leu Leu Arg Gin His Ser Ser Pro Trp Gin Val Tyr Gly Phe 

450 455 460 

gtg egg gee tgc ctg cgc egg ctg gtg ccc cca ggc etc tgg ggc tec 1440 
Val Arg Ala Cys Leu Arg Arg Leu Val Pro Pro Gly Leu Trp Gly Ser 
465 470 475 480 

agg cac aac gaa cgc cgc ttc etc agg aac acc aag aag ttc ate tec 1488 
Arg His Asn Glu Arg Arg Phe Leu Arg Asn Thr Lys Lys Phe He Ser 

485 490 495 

ctg ggg aag cat gec aag etc teg ctg cag gag ctg acg tgg aag atg 1536 
Leu Gly Lys His Ala Lys Leu Ser Leu Gin Glu Leu Thr Trp Lys Met 

500 505 510 

age gtg egg gac tgc get tgg ctg cgc agg age cca ggg gtt ggc tgt 1584 
Ser Val Arg Asp Cys Ala Trp Leu Arg Arg Ser Pro Gly Val Gly Cys 

515 520 525 

gtt ccg gee gca gag cac cgt ctg cgt gag gag ate ctg gee aag ttc 1632 < 
Val Pro Ala Ala Glu His Arg Leu Arg Glu Glu He Leu Ala Lys Phe 

530 535 540 

ctg cac tgg ctg atg agt gtg tac gtc gtc gag ctg etc agg tct ttc 1680 
Leu His Trp Leu Met Ser Val Tyr Val Val Glu Leu Leu Arg Ser Phe 
545 550 555 560 

ttt tat gtc acg gag acc acg ttt caa aag aac agg etc ttt ttc tac 1728 
Phe Tyr Val Thr Glu Thr Thr Phe Gin Lys Asn Arg Leu Phe Phe Tyr 

565 570 575 

egg aag agt gtc tgg age aag ttg caa age att gga ate aga cag cac 1776 
Arg Lys Ser Val Trp Ser Lys Leu Gin Ser lie Gly He Arg Gin His 

580 585 590 

ttg aag agg gtg cag ctg egg gag ctg teg gaa gca gag gtc agg cag 1824 
Leu Lys Arg Val Gin Leu Arg Glu Leu Ser Glu Ala Glu Val Arg Gin 

595 600 605 

cat egg gaa gee agg ccc gee ctg ctg acg tec aga etc cgc ttc ate 1872 
His Arg Glu Ala Arg Pro Ala Leu Leu Thr Ser Arg Leu Arg Phe He 

610 615 620 

ccc aag cct gac ggg ctg egg ccg att gtg aac atg gac tac gtc gtg 1920 
Pro Lys Pro Asp Gly Leu Arg Pro He Val Asn Met Asp Tyr Val Val 
625 630 635 640 
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gga gcc aga acg ttc cgc aga gaa aag agg gcc gag cgt etc acc teg 1968 
Gly Ala Arg Thr Phe Arg Arg Glu Lys Arg Ala Glu Arg Leu Thr Ser 

645 650 655 

agg gtg aag gca ctg ttc age gtg etc aac tac gag egg gcg egg cgc 2016 
Arg Val Lys Ala Leu Phe Ser Val Leu Asn Tyr Glu Arg Ala Arg Arg 

660 665 670 

ccc ggc etc ctg ggc gcc tct gtg ctg ggc ctg gac gat ate cac agg 2064 
Pro Gly Leu Leu Gly Ala Ser Val Leu Gly Leu Asp Asp lie His Arg 

675 680 685 

gcc tgg cgc acc ttc gtg ctg cgt gtg egg gcc cag gac ccg ccg cct 2112 
Ala Trp Arg Thr Phe Val Leu Arg Val Arg Ala Gin Asp Pro Pro Pro 

690 695 700 

gag ctg tac ttt gtc aag gtg gat gtg acg ggc gcg tac gac acc ate 2160 
Glu Leu Tyr Phe Val Lys Val Asp Val Thr Gly Ala Tyr Asp Thr lie 
705 710 715 720 

ccc cag gac agg etc acg gag gtc ate gcc age ate ate aaa ccc cag 2208 
Pro Gin Asp Arg Leu Thr Glu Val He Ala Ser He He Lys Pro Gin 

725 730 735 

aac acg tac tgc gtg cgt egg tat gcc gtg gtc cag aag gcc gcc cat 2256 
Asn Thr Tyr Cys Val Arg Arg Tyr Ala Val Val Gin Lys Ala Ala His 

740 745 750 

ggg cac gtc cgc aag gcc ttc aag age cac gtc tct acc ttg aca gac 2304 
Gly His Val Arg Lys Ala Phe Lys Ser His Val Ser Thr Leu Thr Asp 

755 760 765 

etc cag ccg tac atg cga cag ttc gtg get cac ctg cag gag acc age 2352 
Leu Gin Pro Tyr Met Arg Gin Phe Val Ala His Leu Gin Glu Thr Ser 

770 775 780 

ccg ctg agg gat gcc gtc gtc ate gag cag age tec tec ctg aat gag 2400 
Pro Leu Arg Asp Ala Val Val He Glu Gin Ser Ser Ser Leu Asn Glu 
785 790 795 800 

gcc age agt ggc etc ttc gac gtc ttc eta cgc ttc atg tgc cac cac 2448 
Ala Ser Ser Gly Leu Phe Asp Val Phe Leu Arg Phe Met Cys His His 

805 810 815 

gcc gtg cgc ate agg ggc aag tec tac gtc cag tgc cag ggg ate ccg 2496 
Ala Val Arg He Arg Gly Lys Ser Tyr Val Gin Cys Gin Gly He Pro 

820 825 830 
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cag ggc tec ate etc tec acg ctg etc tgc age ctg tgc tac ggc gac 2544 
Gin Gly Ser He Leu Ser Thr Leu Leu Cys Ser Leu Cys Tyr Gly Asp 

835 840 845 

atg gag aac aag ctg ttt gcg ggg att egg egg gac ggg ctg etc ctg 2592 
Met Glu Asn Lys Leu Phe Ala Gly He Arg Arg Asp Gly Leu Leu Leu 

850 855 860 

cgt ttg gtg gat gat ttc ttg ttg gtg aca cct cac etc acc cac gcg 2640 
Arg Leu Val Asp Asp Phe Leu Leu Val Thr Pro His Leu Thr His Ala 
865 870 875 880 

aaa acc ttc etc agg acc ctg gtc cga ggt gtc cct gag tat ggc tgc 2688 
Lys Thr Phe Leu Arg Thr Leu Val Arg Gly Val Pro Glu Tyr Gly Cys 

885 890 895 

gtg gtg aac ttg egg aag aca gtg gtg aac ttc cct gta gaa gac gag 2736 
Val Val Asn Leu Arg Lys Thr Val Val Asn Phe Pro Val Glu Asp Glu 

900 905 910 

gec ctg ggt ggc acg get ttt gtt cag atg ccg gee cac ggc eta ttc 2784 
Ala Leu Gly Gly Thr Ala Phe Val Gin Met Pro Ala His Gly Leu Phe 

915 920 925 

ccc tgg tgc ggc ctg ctg ctg gat acc egg acc ctg gag gtg cag age 2832 
Pro Trp Cys Gly Leu Leu Leu Asp Thr Arg Thr Leu Glu Val Gin Ser 

930 935 940 

gac tac tec age tat gec egg acc tec ate aga gec agt etc acc ttc 2880 
Asp Tyr Ser Ser Tyr Ala Arg Thr Ser He Arg Ala Ser Leu Thr Phe 
945 950 955 960 

aac cgc ggc ttc aag get ggg agg aac atg cgt cgc aaa etc ttt ggg 2928 
Asn Arg Gly Phe Lys Ala Gly Arg Asn Met Arg Arg Lys Leu Phe Gly 

965 970 975 

gtc ttg egg ctg aag tgt cac age ctg ttt ctg gat ttg cag gtg aac 2976 
Val Leu Arg Leu Lys Cys His Ser Leu Phe Leu Asp Leu Gin Val Asn 

980 985 990 

age etc cag acg gtg tgc acc aac ate tac aag ate etc ctg ctg cag 3024 
Ser Leu Gin Thr Val Cys Thr Asn He Tyr Lys He Leu Leu Leu Gin 

995 1000 1005 

gcg tac agg ttt cac gca tgt gtg ctg cag etc cca ttt cat cag caa 3072 
Ala Tyr Arg Phe His Ala Cys Val Leu Gin Leu Pro Phe His Gin Gin 

1010 1015 1020 
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gtt tgg aag aac ccc aca ttt ttc ctg cgc gtc ate tct gac acg gec 3120 
Val Trp Lys Asn Pro Thr Phe Phe Leu Arg Val He Ser Asp Thr Ala 
1025 1030 1035 1040 

tec etc tgc tac tec ate ctg aaa gee aag aac gca ggg atg teg ctg 3168 
Ser Leu Cys Tyr Ser He Leu Lys Ala Lys Asn Ala Gly Met Ser Leu 

1045 1050 1055 

ggg gee aag ggc gec gee ggc cct ctg ccc tec gag gee gtg cag tgg 3216 
Gly Ala Lys Gly Ala Ala Gly Pro Leu Pro Ser Glu Ala Val Gin Trp 

1060 1065 1070 

ctg tgc cac caa gca ttc ctg etc aag ctg act cga cac cgt gtc ace 3264 
Leu Cys His Gin Ala Phe Leu Leu Lys Leu Thr Arg His Arg Val Thr 

1075 1080 1085 

tac gtg cca etc ctg ggg tea etc agg aca gee cag acg cag ctg agt 3312 
Tyr Val Pro Leu Leu Gly Ser Leu Arg Thr Ala Gin Thr. Gin Leu Ser 

1090 1095 1100 

egg aag etc ccg ggg acg acg ctg act gec ctg gag gee gca gee aac 3360 
Arg Lys Leu Pro Gly Thr Thr Leu Thr Ala Leu Glu Ala Ala Ala Asn 
1105 1110 1115 1120 

ccg gca ctg ccc tea gac ttc aag ace ate ctg gac 3396 
Pro Ala Leu Pro Ser Asp Phe Lys Thr He Leu Asp 

1125 1130 

<210> 33 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 33 

ttggctteca ggecataatt g 21 
<210> 34 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 34 

aagagggcag atctatcgga 20 
<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 35 

atggatctcc tgaaggtgct 20 
<210> 36 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 36 

aagagggcag atctatcgga 20 
<210> 37 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 37 

ggaagagtga gcggccatca agg 23 
<210> 38 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 38 

ctgctggaga ggttattcct eg 22 
<210> 39 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 39 

gccaacacca acctgtccaa gttc 24 
<210> 40 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 40 

tgeaaagget ccaggtctga gggc 24 
<210> 41 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 41 

ctctctctcc tcaggacaa 19 
<210> 42 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 42 

tggagcaaaa cagaatggct gg 22 
<210> 43 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 43 

ctgagatgtc tctctctctc ttag 24 
<210> 44 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 44 

acaatgactg atgagagatg 20 
<210> 45 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 45 

cagacctgaa ggagacct 18 
<210> 46 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 46 

gtcagcgtaa acagttgc 18 
<210> 47 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 47 

gccaagaagc ggatagaagg 20 
<210> 48 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 48 

ctgtggttca gggctcagtc 20 
<210> 49 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 49 

cagtggagct ggacaaagcc 20 
<210> 50 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 50 

tagcgacggt tctggaacca 20 
<210> 51 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 51 

ctgtcatctc actatgggca 20 
<210> 52 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 52 

ccaagtccga gcaggaattt 20 
<210> 53 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 53 

aagacgtcaa gccctttgtg 20 
<210> 54 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 54 

aaaggagcac actttggtgg 20 
<210> 55 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 55 

agcaagaata cgatgccatc 20 
<210> 56 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223>Description of Artificial Sequence: artificially 

synthesized primer sequence 
<400> 56 

gaaggggtgg tggtacggtc 20 
<210> 57 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 57 

tgggaatggc tatgtcagtg 20 
<210> 58 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 58 

ctggtaatct gtgttgtagg 20 
<210> 59 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 59 

caagggcctc tccaaacttg 20 
<210> 60 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially synthesized primer 

sequence 

<400> 60 

gccccagaga cagcattcca 20 
<210> 61 
<211> 268 
<212> PRT 

<213> Homo sapiens 
<400> 61 

Met Ala Gin Pro Leu Cys Pro Pro Leu Ser Glu Ser Trp Met Leu Ser 
15 10 15 

Ala Ala Trp Gly Pro Thr Arg Arg Pro Pro Pro Ser Asp Lys Asp Cys 
20 25 30 

Gly Arg Ser Leu Val Ser Ser Pro Asp Ser Trp Gly Ser Thr Pro Ala 
35 40 45 
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Asp Ser Pro Val Ala Ser Pro Ala Arg Pro Gly Thr Leu Arg Asp Pro 
50 55 60 

Arg Ala Pro Ser Val Gly Arg Arg Gly Ala Arg Ser Ser Arg Leu Gly 
65 70 75 80 

Ser Gly Gin Arg Gin Ser Ala Ser Glu Arg Glu Lys Leu Arg Met Arg 
85 90 95 

Thr Leu Ala Arg Ala Leu His Glu Leu Arg Arg Phe Leu Pro Pro Ser 
100 105 110 

Val Ala Pro Ala Gly Gin Ser Leu Thr Lys lie Glu Thr Leu Arg Leu 
115 120 125 

Ala He Arg Tyr He Gly His Leu Ser Ala Val Leu Gly Leu Ser Glu 
130 135 140 

Glu Ser Leu Gin Arg Arg Cys Arg Gin Arg Gly Asp Ala Gly Ser Pro 
145 150 155 160 

Arg Gly Cys Pro Leu Cys Pro Asp Asp Cys Pro Ala Gin Met Gin Thr 
165 170 175 

Arg Thr Gin Ala Glu Gly Gin Gly Gin Gly Arg Gly Leu Gly Leu Val 
180 185 190 

Ser Ala Val Arg Ala Gly Ala Ser Trp Gly Ser Pro Pro Ala Cys Pro 
195 200 205 

Gly Ala Arg Ala Ala Pro Glu Pro Arg Asp Pro Pro Ala Leu Phe Ala 
210 215 220 



Glu Ala Ala Cys Pro Glu Gly Gin Ala Met Glu Pro Ser Pro Pro Ser 
225 230 235 240 
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Pro Leu Leu Pro Gly Asp Val Leu Ala Leu Leu Glu Thr Trp Met Pro 
245 250 255 

Leu Ser Pro Leu Glu Trp Leu Pro Glu Glu Pro Lys 
260 265 

<210> 62 

<211> 804 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1). .(807) 

<400> 62 

atg gee cag ccc ctg tgc ccg ccg etc tec gag tec tgg atg etc tct 48 
Met Ala Gin Pro Leu Cys Pro Pro Leu Ser Glu Ser Trp Met Leu Ser 
15 10 15 

gcg gec tgg ggc cca act egg egg ccg ccg ccc tec gac aag gac tgc 96 
Ala Ala Trp Gly Pro Thr Arg Arg Pro Pro Pro Ser Asp Lys Asp Cys 
20 25 30 

ggc cgc tec etc gtc teg tec cca gac tea tgg ggc age acc cca gec 144 
Gly Arg Ser Leu Val Ser Ser Pro Asp Ser Trp Gly Ser Thr Pro Ala 
35 40 45 

gac age ccc gtg gcg age ccc gcg egg cca ggc acc etc egg gac ccc 192 
Asp Ser Pro Val Ala Ser Pro Ala Arg Pro Gly Thr Leu Arg Asp Pro 
50 55 60 

cgc gec ccc tec gta ggt agg cgc ggc gcg cgc age age cgc ctg ggc 240 
Arg Ala Pro Ser Val Gly Arg Arg Gly Ala Arg Ser Ser Arg Leu Gly 
65 70 75 80 

age ggg cag agg cag age gec agt gag egg gag aaa ctg cgc atg cgc 288 
Ser Gly Gin Arg Gin Ser Ala Ser Glu Arg Glu Lys Leu Arg Met Arg 
85 90 95 
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acg ctg gcc cgc gcc ctg cac gag ctg cgc cgc ttt eta ccg ccg tec 336 
Thr Leu Ala Arg Ala Leu His Glu Leu Arg Arg Phe Leu Pro Pro Ser 
100 105 110 

gtg gcg ccc gcg ggc cag age ctg acc aag ate gag acg ctg cgc ctg 384 
Val Ala Pro Ala Gly Gin Ser Leu Thr Lys He Glu Thr Leu Arg Leu 
115 120 125 

get ate cgc tat ate ggc cac ctg teg gcc gtg eta ggc etc age gag 432 
Ala He Arg Tyr He Gly His Leu Ser Ala Val Leu Gly Leu Ser Glu 
130 135 140 

gag agt etc cag cgc egg tgc egg cag cgc ggt gac gcg ggg tec cct 480 
Glu Ser Leu Gin Arg Arg Cys Arg Gin Arg Gly Asp Ala Gly Ser Pro 
145 150 155 160 

egg ggc tgc ccg ctg tgc ccc gac gac tgc ccc gcg cag atg cag aca 528 
Arg Gly Cys Pro Leu Cys Pro Asp Asp Cys Pro Ala Gin Met Gin Thr 
165 170 175 

egg acg cag get gag ggg cag ggg cag ggg cgc ggg ctg ggc ctg gta 576 
Arg Thr Gin Ala Glu Gly Gin Gly Gin Gly Arg Gly Leu Gly Leu Val 
180 185 190 

tec gcc gtc cgc gcc ggg gcg tec tgg gga tec ccg cct gcc tgc ccc 624 
Ser Ala Val Arg Ala Gly Ala Ser Trp Gly Ser Pro Pro Ala Cys Pro 
195 200 205 

gga gcc cga get gca ccc gag ccg cgc gac ccg cct gcg ctg ttc gcc 672 
Gly Ala Arg Ala Ala Pro Glu Pro Arg Asp Pro Pro Ala Leu Phe Ala 
210 215 220 

gag gcg gcg tgc cct gaa ggg cag gcg atg gag cca age cca ccg tec 720 
Glu Ala Ala Cys Pro Glu Gly Gin Ala Met Glu Pro Ser Pro Pro Ser 
225 230 235 240 
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ccg etc ctt ccg ggc gac gtg ctg get ctg ttg gag acc tgg atg ccc 768 
Pro Leu Leu Pro Gly Asp Val Leu Ala Leu Leu Glu Thr Trp Met Pro 
245 250 255 

etc teg cct ctg gag tgg ctg cct gag gag ccc aag 804 
Leu Ser Pro Leu Glu Trp Leu Pro Glu Glu Pro Lys 
260 265 

<210> 63 
<211> 215 
<212> PRT 

<213> Homo sapiens 
<400> 63 

Met Gly Ser Pro Arg Ser Ala Leu Ser Cys Leu Leu Leu His Leu Leu 
15 10 15 

Val Leu Cys Leu Gin Ala Gin Val Thr Val Gin Ser Ser Pro Asn Phe 
20 25 30 

Thr Gin His Val Arg Glu Gin Ser Leu Val Thr Asp Gin Leu Ser Arg 
35 40 45 

Arg Leu He Arg Thr Tyr Gin Leu Tyr Ser Arg Thr Ser Gly Lys His 
50 55 60 

Val Gin Val Leu Ala Asn Lys Arg He Asn Ala Met Ala Glu Asp Gly 
65 70 75 80 

Asp Pro Phe Ala Lys Leu He Val Glu Thr Asp Thr Phe Gly Ser Arg 
85 90 95 

Val Arg Val Arg Gly Ala Glu Thr Gly Leu Tyr He Cys Met Asn Lys 
100 105 110 

Lys Gly Lys Leu He Ala Lys Ser Asn Gly Lys Gly Lys Asp Cys Val 
115 120 125 
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Phe Thr Glu He Val Leu Glu Asn Asn Tyr Thr Ala Leu Gin Asn Ala 
130 135 140 

Lys Tyr Glu Gly Trp Tyr Met Ala Phe Thr Arg Lys Gly Arg Pro Arg 
145 150 155 160 

Lys Gly Ser Lys Thr Arg Gin His Gin Arg Glu Val His Phe Met Lys 
165 170 175 

Arg Leu Pro Arg Gly His His Thr Thr Glu Gin Ser Leu Arg Phe Glu 
180 185 190 

Phe Leu Asn Tyr Pro Pro Phe Thr Arg Ser Leu Arg Gly Ser Gin Arg 
195 200 205 

Thr Trp Ala Pro Glu Pro Arg 
210 

<210> 64 
<211> 645 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1)..(648) 

<400> 64 

atg ggc age ccc cgc tec gcg ctg age tgc ctg ctg ttg cac ttg ctg 48 
Met Gly Ser Pro Arg Ser Ala Leu Ser Cys Leu Leu Leu His Leu Leu 
15 10 15 

gtc etc tgc etc caa gec cag gta act gtt cag tec tea cct aat ttt 96 
Val Leu Cys Leu Gin Ala Gin Val Thr Val Gin Ser Ser Pro Asn Phe 
20 25 30 

aca cag cat gtg agg gag cag age ctg gtg acg gat cag etc age cgc 144 
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Thr Gin His Val Arg Glu Gin Ser Leu Val Thr Asp Gin Leu Ser Arg 
35 40 45 



cgc etc ate egg ace tac caa etc tac age cgc ace age ggg aag cac 
Arg Leu He Arg Thr Tyr Gin Leu Tyr Ser Arg Thr Ser Gly Lys His 
50 ■ 55 60 



192 



gtg cag gtc ctg gec aac aag cgc ate aac gec atg gca gag gac ggc 
Val Gin Val Leu Ala Asn Lys Arg He Asn Ala Met Ala Glu Asp Gly 
65 70 75 80 



240 



gac ccc ttc gca aag etc ate gtg gag acg gac acc ttt gga age aga 
Asp Pro Phe Ala Lys Leu He Val Glu Thr Asp Thr Phe Gly Ser Arg 
85 90 95 



288 



gtt cga gtc cga gga gec gag acg ggc etc tac ate tgc atg aac aag 
Val Arg Val Arg Gly Ala Glu Thr Gly Leu Tyr He Cys Met Asn Lys 
100 105 110 



336 



aag ggg aag ctg ate gec aag age aac ggc aaa ggc aag gac tgc gtc 384 

Lys Gly Lys Leu He Ala Lys Ser Asn Gly Lys Gly Lys Asp Cys Val 
115 120 125 

ttc acg gag att gtg ctg gag aac aac tac aca gcg ctg cag aat gec 432 

Phe Thr Glu He Val Leu Glu Asn Asn Tyr Thr Ala Leu Gin Asn Ala 
130 135 140 



aag tac gag ggc tgg tac atg gec ttc acc cgc aag ggc egg ccc cgc 
Lys Tyr Glu Gly Trp Tyr Met Ala Phe Thr Arg Lys Gly Arg Pro Arg 
145 150 155 160 



480 



aag ggc tec aag acg egg cag cac cag cgt gag gtc cac ttc atg aag 
Lys Gly Ser Lys Thr Arg Gin His Gin Arg Glu Val His Phe Met Lys 
165 170 175 



528 



egg ctg ccc egg ggc cac cac acc acc gag cag age ctg cgc ttc gag 576 
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Arg Leu Pro Arg Gly His His Thr Thr Glu Gin Ser Leu Arg Phe Glu 
180 185 190 

ttc etc aac tac ccg ccc ttc acg cgc age ctg cgc ggc age cag agg 624 
Phe Leu Asn Tyr Pro Pro Phe Thr Arg Ser Leu Arg Gly Ser Gin Arg 
195 200 205 

act tgg gec ccg gaa ccc cga 645 
Thr Trp Ala Pro Glu Pro Arg 
210 • 215 

<210> 65 
<211> 212 
<212> PRT 

<213> Homo sapiens 
<400> 65 

Met Asp Tyr Leu Leu Met lie Phe Ser Leu Leu Phe Val Ala Cys Gin 
1 5 10 15 

Gly Ala Pro Glu Thr Ala Val Leu Gly Ala Glu Leu Ser Ala Val Gly 
20 25 30 

Glu Asn Gly Gly Glu Lys Pro Thr Pro Ser Pro Pro Trp Arg Leu Arg 
35 40 45 

Arg Ser Lys Arg Cys Ser Cys Ser Ser Leu Met Asp Lys Glu Cys Val 
50 55 60 

Tyr Phe Cys His Leu Asp He lie Trp Val Asn Thr Pro Glu His Val 
65 . 70 75 80 

Val Pro Tyr Gly Leu Gly Ser Pro Arg Ser Lys Arg Ala Leu Glu Asn 
85 90 95 

Leu Leu Pro Thr Lys Ala Thr Asp Arg Glu Asn Arg Cys Gin Cys Ala 
100 105 110 
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Ser Gin Lys Asp Lys Lys Cys Trp Asn Phe Cys Gin Ala Gly Lys Glu 
115 120 125 

Leu Arg Ala Glu Asp He Met Glu Lys Asp Trp Asn Asn His Lys Lys 
130 135 140 

Gly Lys Asp Cys Ser Lys Leu Gly Lys Lys Cys He Tyr Gin Gin Leu 
145 150 155 160 

Val Arg Gly Arg Lys lie Arg Arg Ser Ser Glu Glu His Leu Arg Gin 
165 170 175 

Thr Arg Ser Glu Thr Met Arg Asn Ser Val Lys Ser Ser Phe His Asp 
180 185 190 

Pro Lys Leu Lys Gly Lys Pro Ser Arg Glu Arg Tyr Val Thr His Asn 
195 200 205 

Arg Ala His Trp 

210 
<210> 66 
<211> 636 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1). .(639) 

<400> 66 

atg gat tat ttg etc atg att ttc tct ctg ctg ttt gtg get tgc caa 48 
Met Asp Tyr Leu Leu Met He Phe Ser Leu Leu Phe Val Ala Cys Gin 
15 10 15 

gga get cca gaa aca gca gtc tta ggc get gag etc age gcg gtg ggt 96 
Gly Ala Pro Glu Thr Ala Val Leu Gly Ala Glu Leu Ser Ala Val Gly 
20 25 30 



79/90 



WO 01/48151 



PCT/JP00/09323 



gag aac ggc ggg gag aaa ccc act ccc agt cca ccc tgg egg etc cgc 
Glu Asn Gly Gly Glu Lys Pro Thr Pro Ser Pro Pro Trp Arg Leu Arg 
35 40 45 



144 



egg tec aag cgc tgc tec tgc teg tec ctg atg gat aaa gag tgt gtc 
Arg Ser Lys Arg Cys Ser Cys Ser Ser Leu Met Asp Lys Glu Cys Val 
50 55 60 



192 



tac ttc tgc cac ctg gac ate att tgg gtc aac act ccc gag cac gtt 
Tyr Phe Cys His Leu Asp He lie Trp Val Asn Thr Pro Glu His Val 
65 , 70 75 80 



240 



gtt ccg tat gga ctt gga age cct agg tec aag aga gec ttg gag aat 
Val Pro Tyr Gly Leu Gly Ser Pro Arg Ser Lys Arg Ala Leu Glu Asn 
85 90 95 



288 



tta ctt ccc aca aag gca aca gac cgt gag aat aga tgc caa tgt get 
Leu Leu Pro Thr Lys Ala Thr Asp Arg Glu Asn Arg Cys Gin Cys Ala 
100 105 110 



336 



age caa aaa gac aag aag tgc tgg aat ttt tgc caa gca gga aaa gaa 
Ser Gin Lys, Asp Lys Lys Cys Trp Asn Phe Cys Gin Ala Gly Lys Glu 
115 120 125 



384 



etc agg get gaa gac att atg gag aaa gac tgg aat aat cat aag aaa 
Leu Arg Ala Glu Asp He Met Glu Lys Asp Trp Asn Asn His Lys Lys 
130 135 140 



432 



gga aaa gac tgt tec aag ctt ggg aaa aag tgt att tat cag cag tta 
Gly Lys Asp Cys Ser Lys Leu Gly Lys Lys Cys He Tyr Gin Gin Leu 
145 150 155 160 



480 



gtg aga gga aga aaa ate aga aga agt tea gag gaa cac eta aga caa 
Val Arg Gly Arg Lys He Arg Arg Ser Ser Glu Glu His Leu Arg Gin 
165 170 175 



528 
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acc agg teg gag acc atg aga aac age gtc aaa tea tct ttt cat gat 576 
Thr Arg Ser Glu Thr Met Arg Asn Ser Val Lys Ser Ser Phe His Asp 
180 185 190 

ccc aag ctg aaa ggc aag ccc tec aga gag cgt tat gtg acc cac aac 624 
Pro Lys Leu Lys Gly Lys Pro Ser Arg Glu Arg Tyr Val Thr His Asn 
195 200 205 

cga gca cat tgg 636 
Arg Ala His Trp 

210 
<210> 67 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 67 

Met Gin His Arg Gly Phe Leu Leu Leu Thr Leu Leu Ala Leu Leu Ala 
15 10 15 

Leu Thr Ser Ala Val Ala Lys Lys Lys Asp Lys Val Lys Lys Gly Gly 
20 25 30 

Pro Gly Ser Glu Cys Ala Glu Trp Ala Trp Gly Pro Cys Thr Pro Ser 
35 40 45 

Ser Lys Asp Cys Gly Val Gly Phe Arg Glu Gly Thr Cys Gly Ala Gin 
50 55 60 

Thr Gin Arg He Arg Cys Arg Val Pro Cys Asn Trp Lys Lys Glu Phe 
65 70 75 80 

Gly Ala Asp Cys Lys Tyr Lys Phe Glu Asn Trp Gly Ala Cys Asp Gly 
85 90 95 

Gly Thr Gly Thr Lys Val Arg Gin Gly Thr Leu Lys Lys Ala Arg Tyr 
100 105 110 
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Asn Ala Gin Cys Gin Glu Thr He Arg Val Thr Lys Pro Cys Thr Pro 
115 120 125 

Lys Thr Lys Ala Lys Ala Lys Ala Lys Lys Gly Lys Gly Lys Asp 

130 135 140 

<210> 68 
<211> 429 
<212> DNA 
<213> Homo sapiens 
<220> 
<221> CDS 
<223> (1). .(432) 
<400> 68 

atg cag cac cga ggc ttc etc etc etc ace etc etc gee ctg ctg gcg 48 
Met Gin His Arg Gly Phe Leu Leu Leu Thr Leu Leu Ala Leu Leu Ala 
1 5 10 15 

etc acc tec gcg gtc gec aaa aag aaa gat aag gtg aag aag ggc ggc 96 
Leu Thr Ser Ala Val Ala Lys Lys Lys Asp Lys Val Lys Lys Gly Gly 
20 25 30 

ccg ggg age gag tgc get gag tgg gec tgg ggg ccc tgc acc ccc age 144 
Pro Gly Ser Glu Cys Ala Glu Trp Ala Trp Gly Pro Cys Thr Pro Ser 
35 40 45 

age aag gat tgc ggc gtg ggt ttc cgc gag ggc acc tgc ggg gee cag 192 
Ser Lys Asp Cys Gly Val Gly Phe Arg Glu Gly Thr Cys Gly Ala Gin 
50 55 60 

acc cag cgc ate egg tgc agg gtg ccc tgc aac tgg aag aag gag ttt 240 
Thr Gin Arg He Arg Cys Arg Val Pro Cys Asn Trp Lys Lys Glu Phe 
65 70 75 80 

gga gec gac tgc aag tac aag ttt gag aac tgg ggt gcg tgt gat ggg 288 
Gly Ala Asp Cys Lys Tyr Lys Phe Glu Asn Trp Gly Ala Cys Asp Gly 
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85 90 95 

ggc aca ggc acc aaa gtc cgc caa ggc acc ctg aag aag gcg cgc tac 336 
Gly Thr Gly Thr Lys Val Arg Gin Gly Thr Leu Lys Lys Ala Arg Tyr 
100 105 110 

aat get cag tgc cag gag acc ate cgc gtc acc aag ccc tgc acc ccc 384 
Asn Ala Gin Cys Gin Glu Thr He Arg Val Thr Lys Pro Cys Thr Pro 
115 120 125 

aag acc aaa gca aag gec aaa gee aag aaa ggg aag gga aag gac 429 
Lys Thr Lys Ala Lys Ala Lys Ala Lys Lys Gly Lys Gly Lys Asp 

130 135 140 

<210> 69 
<211> 408 
<212> PRT 
<213> Homo sapiens 
<400> 69 

Met He Pro Gly Asn Arg Met Leu Met Val Val Leu Leu Cys Gin Val 
15 10 15 

Leu Leu Gly Gly Ala Ser His Ala Ser Leu He Pro Glu Thr Gly Lys 
20 25 30 

Lys Lys Val Ala Glu He Gin Gly His Ala Gly Gly Arg Arg Ser Gly 
35 40 45 

Gin Ser His Glu Leu Leu Arg Asp Phe Glu Ala Thr Leu Leu Gin Met 
50 55 60 

Phe Gly Leu Arg Arg Arg Pro Gin Pro Ser Lys Ser Ala Val He Pro 
65 70 75 80 

Asp Tyr Met Arg Asp Leu Tyr Arg Leu Gin Ser Gly Glu Glu Glu Glu 
85 90 95 
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Glu Gin He His Ser Thr Gly Leu Glu Tyr Pro Glu Arg Pro Ala Ser 
100 105 110 

Arg Ala Asn Thr Val Arg Ser Phe His His Glu Glu His Leu Glu Asn 
115 120 125 

He Pro Gly Thr Ser Glu Asn Ser Ala Phe Arg Phe Leu Phe Asn Leu 
130 135 140 

Ser Ser lie Pro Glu Asn Glu Ala He Ser Ser Ala Glu Leu Arg Leu 
145 150 155 160 

Phe Arg Glu Gin Val Asp Gin Gly Pro Asp Trp Glu Arg Gly Phe His 
165 170 175 

Arg He Asn He Tyr Glu Val Met Lys Pro Pro Ala Glu Val Val Pro 
180 185 190 

Gly His Leu He Thr Arg Leu Leu Asp Thr Arg Leu Val His His Asn 
195 200 205 

Val Thr Arg Trp Glu Thr Phe Asp Val Ser Pro Ala Val Leu Arg Trp 
210 215 220 

Thr Arg Glu Lys Gin Pro Asn Tyr Gly Leu Ala He Glu Val Thr His 
225 230 235 240 

Leu His Gin Thr Arg Thr His Gin Gly Gin His Val Arg He Ser Arg 
245 250 255 

Ser Leu Pro Gin Gly Ser Gly Asn Trp Ala Gin Leu Arg Pro Leu Leu 
260 265 270 



Val Thr Phe Gly His Asp Gly Arg Gly His Ala Leu Thr Arg Arg Arg 
275 280 285 



84/90 



WO 01/48151 



PCT/JP00/09323 



Arg Ala Lys Arg Ser Pro Lys His His Ser Gin Arg Ala Arg Lys Lys 
290 295 300 

Asn Lys Asn Cys Arg Arg His Ser Leu Tyr Val Asp Phe Ser Asp Val 
305 310 315 320 

Gly Trp Asn Asp Trp He Val Ala Pro Pro Gly Tyr Gin Ala Phe Tyr 
325 330 335 

Cys His Gly Asp Cys Pro Phe Pro Leu Ala Asp His Leu Asn Ser Thr 
340 345 350 

Asn His Ala He Val Gin Thr Leu Val Asn Ser Val Asn Ser Ser He 
355 360 365 

Pro Lys Ala Cys Cys Val Pro Thr Glu Leu Ser Ala He Ser Met Leu 
370 375 380 

Tyr Leu Asp Glu Tyr Asp Lys Val Val Leu Lys Asn Tyr Gin Glu Met 
385 390 395 400 

Val Val Glu Gly Cys Gly Cys Arg 
405 

<210> 70 

<211> 1224 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<223> (1). .(1227) 

<400> 70 

atg att cct ggt aac cga atg ctg atg gtc gtt tta tta tgc caa gtc 48 
Met He Pro Gly Asn Arg Met Leu Met Val Val Leu Leu Cys Gin Val 
15 10 15 

ctg eta gga ggc gcg age cat get agt ttg ata cct gag acg ggg aag 96 
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Leu Leu Gly Gly Ala Ser His Ala Ser Leu He Pro Glu Thr Gly Lys 
20 25 30 

aaa aaa gtc gcc gag att cag ggc cac gcg gga gga cgc cgc tea ggg 144 
Lys Lys Val Ala Glu He Gin Gly His Ala Gly Gly Arg Arg Ser Gly 
35 40 45 

cag age cat gag etc ctg egg gac ttc gag gcg aca ctt ctg cag atg 192 
Gin Ser His Glu Leu Leu Arg Asp Phe Glu Ala Thr Leu Leu Gin Met 

.50 55 60 

ttt ggg ctg cgc cgc cgc ccg cag cct age aag agt gcc gtc att ccg 240 
Phe Gly Leu Arg Arg Arg Pro Gin Pro Ser Lys Ser Ala Val He Pro 
65 70 75 80 

gac tac atg egg gat ctt tac egg ctt cag tct ggg gag gag gag gaa 288 
Asp Tyr Met Arg Asp Leu Tyr Arg Leu Gin Ser Gly Glu Glu Glu Glu 
"85 90 95 

gag cag ate cac age act ggt ctt gag tat cct gag cgc ccg gcc age 336 
Glu Gin lie His Ser Thr Gly Leu Glu Tyr Pro Glu Arg Pro Ala Ser 
100 105 110 

egg gcc aac ace gtg agg age ttc cac cac gaa gaa cat ctg gag aac 384 
Arg Ala Asn Thr Val Arg Ser Phe His His Glu Glu His Leu Glu Asn 
115 120 125 

ate cca ggg ace agt gaa aac tct get ttt cgt ttc etc ttt aac etc 432 
He Pro Gly Thr Ser Glu Asn Ser Ala Phe Arg Phe Leu Phe Asn Leu 
130 135 140 

age age ate cct gag aac gag gcg ate tec tct gca gag ctt egg etc 480 
Ser Ser He Pro Glu Asn Glu Ala He Ser Ser Ala Glu Leu Arg Leu 
145 150 155 160 

ttc egg gag cag gtg gac cag ggc cct gat tgg gaa agg ggc ttc cac 528 
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Phe Arg Glu Gin Val Asp Gin Gly Pro Asp Trp Glu Arg Gly Phe His 
165 170 175 

cgt ata aac att tat gag gtt atg aag ccc cca gca gaa gtg gtg cct 576 
Arg He Asn lie Tyr Glu Val Met Lys Pro Pro Ala Glu Val Val Pro 
180 185 190 

ggg cac etc ate aca cga eta ctg gac acg aga ctg gtc cac cac aat 624 
Gly His Leu He Thr Arg Leu Leu Asp Thr Arg Leu Val His His Asn 
195 200 205 

gtg aca egg tgg gaa act ttt gat gtg age cct gcg gtc ctt cgc tgg 672 
Val Thr Arg Trp Glu Thr Phe Asp Val Ser Pro Ala Val Leu Arg Trp 
210 215 220 

acc egg gag aag cag cca aac tat ggg eta gec att gag gtg act cac 720 
Thr Arg Glu Lys Gin Pro Asn Tyr Gly Leu Ala lie Glu Val Thr His 
225 230 235 240 

etc cat cag act egg acc cac cag ggc cag cat gtc agg att age cga 768 
Leu His Gin Thr Arg Thr His Gin Gly Gin His Val Arg He Ser Arg 
245 250 255 

teg tta cct caa ggg agt ggg aat tgg gec cag etc egg ccc etc ctg 816 
Ser Leu Pro Gin Gly Ser Gly Asn Trp Ala Gin Leu Arg Pro Leu Leu 
260 265 270 

gtc acc ttt ggc cat gat ggc egg ggc cat gec ttg acc cga cgc egg 864 
Val Thr Phe Gly His Asp Gly Arg Gly His Ala Leu Thr Arg Arg Arg 
275 280 285 

agg gec aag cgt age cct aag cat cac tea cag egg gee agg aag aag 912 
Arg Ala Lys Arg Ser Pro Lys His His Ser Gin Arg Ala Arg Lys Lys 
290 295 300 

aat aag aac tgc egg cgc cac teg etc tat gtg gac ttc age gat gtg 960 
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Asn Lys Asn Cys Arg Arg His Ser Leu Tyr Val Asp Phe Ser Asp Val 
305 310 315 320 

ggc tgg aat gac tgg att gtg gcc cca cca ggc tac cag gcc ttc tac 1008 
Gly Trp Asn Asp Trp He Val Ala Pro Pro Gly Tyr Gin Ala Phe Tyr 
325 330 335 

tgc cat ggg gac tgc ccc ttt cca ctg get gac cac etc aac tea acc 1056 
Cys His Gly Asp Cys Pro Phe Pro Leu Ala Asp His Leu Asn Ser Thr 
340 345 350 

aac cat gcc att gtg cag acc ctg gtc aat tct gtc aat tec agt ate 1104 
Asn His Ala He Val Gin Thr Leu Val Asn Ser Val Asn Ser Ser He 
355 360 365 

ccc aaa gcc tgt tgt gtg ccc act gaa ctg agt gcc ate tec atg ctg 1152 
Pro Lys Ala Cys Cys Val Pro Thr Glu Leu Ser Ala He Ser Met Leu 
370 375 380 

tac ctg gat gag tat gat aag gtg gta ctg aaa aat tat cag gag atg 1200 
Tyr Leu Asp Glu Tyr Asp Lys Val Val Leu Lys Asn Tyr Gin Glu Met 
385 390 395 400 

gta gta gag gga tgt ggg tgc cgc 
Val Val Glu Gly Cys Gly Cys Arg 
405 

<210> 71 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<400> 71 

gcccgcgctc caactgctct gatg 

<210> 72 
<211> 24 
<212> DNA 
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<213> Artificial Sequence 
<400> 72 

tgcctacggt ggtgcgccct ctgc 

<210> 73 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<400> 73 

gaagcgcaac agggccatca eg 

<210> 74 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<400> 74 

ccacgtcacg caggtcccgt tc 

<210> 75 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<400> 75 

gatcctgttc tctgcctctg ga 

<210> 76 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<400> 76 

tcatccactt tgtccacccg ag 

<210> 77 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



22 



22 



22 



22 
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<400> 77 

ttcctcgtct tggccttttg g 21 

<210> 78 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<400> 78 

gctggatctt cgtaggctcc g 21 

<210> 79 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<400> 79 

ggcaagctga ccctgaagt 19 

<210> 80 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<400> 80 

gggtgctcag gtagtggtt 19 
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